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*- Welcome to STN International **** + -*rir* + * 

Web Page URLs for STN Seminar Schedule - N. America 
"Ask CAS" for self-help around the clock 

CA/CAplus pre-1967 chemical substance index entries enhanced 

with preparation role 

CA/CAplus patent kind codes updated 

MARPAT to CA/CAplus accession number crossover limit increased 
to 50,000 

MEDLINE updated in preparation for 2007 reload 

CA/CAplus enhanced with more pre-1907 records 

CHEMLIST enhanced with New Zealand Inventory of Chemicals 

CA/CAplus Company Name Thesaurus enhanced and reloaded 

IPC version 2007.01 thesaurus available on STN 

WPIDS/WPINDEX/WPIX enhanced with IPC 8 reclassification data 

CA/CAplus updated with revised CAS roles 

CA/CAplus enhanced with patent applications from India 

PHAR reloaded with new search and display fields 

CAS Registry Number crossover limit increased to 300,000 in 

multiple databases 

PATDPASPC enhanced with Drug Approval numbers 

RUSSIAPAT enhanced with pre-1994 records 

KOREAPAT enhanced with IPC 8 features and functionality 

MEDLINE reloaded with enhancements 

EMBASE enhanced with Clinical Trial Number field 

TOXCENTER enhanced with reloaded MEDLINE 

IFICDB/IFIPAT/IFIUDB reloaded with enhancements 

CAS Registry Number crossover limit increased from 10,000 

to 300,000 in multiple databases 

WPIDS/WPIX enhanced with new FRAGHITSTR display format 
CASREACT coverage extended 
MARPAT now updated daily 



MACINTOSH VERSION IS V6.0c(ENG) AND V6.0Jc(JP), 

AND CURRENT DISCOVER FILE IS DATED 25 SEPTEMBER 2006. 



NEWS HOURS 
NEWS LOGIN 
NEWS IPCS 
NEWS X25 



STN Operating Hours Plus Help Desk Availability 
Welcome Banner and News Items 

For general information regarding STN implementation of IPC 8 
X,25 communication option no longer available 



Enter NEWS followed by the item number or name to see news on that 
specific topic. 

All use of STN is subject to the provisions of the STN Customer 
agreement. Please note that this agreement limits use to scientific 
research. Use for software development or design or implementation 
of commercial gateways or other similar uses is prohibited and may 
result in loss of user privileges and other penalties. 

FILE 'HOME' ENTERED AT 12:53:27 ON 21 MAR 2007 



=> file uspatful 
COST IN U.S. DOLLARS 

FULL ESTIMATED COST 



SINCE FILE 
ENTRY 
0.21 



TOTAL 
SESSION 
0.21 



FILE 'USPATFULL' ENTERED AT 12:53:41 ON 21 MAR 2007 

CA INDEXING COPYRIGHT (C) 2007 AMERICAN CHEMICAL SOCIETY (ACS) 

FILE COVERS 1971 TO PATENT PUBLICATION DATE: 20 Mar 2007 ( 20070320/ PD) 

FILE LAST UPDATED: 20 Mar 2007 ( 20070320/ED) 

HIGHEST GRANTED PATENT NUMBER: US7194769 

HIGHEST APPLICATION PUBLICATION NUMBER: US2007 061936 

CA INDEXING IS CURRENT THROUGH 20 Mar 2007 (20070320/UPCA) 

ISSUE CLASS FIELDS (/INCL) CURRENT THROUGH: 20 Mar 2007 ( 20070320/PD) 

REVISED CLASS FIELDS {/NCL) LAST RELOADED: Oct 2006 

USPTO MANUAL OF CLASSIFICATIONS THESAURUS ISSUE DATE: Oct 2006 



=> e alizon marc/in 

El 1 ALIZON ETIENNE/IN 

E2 1 ALIZON JOSEPH/ IN 

E3 58 ~> ALIZON MARC/IN 

E4 1 ALJ TARIK/IN 

E5 3 ALJABARI SAMER/IN 

E6 1 ALJADAFF DANIEL/ IN 

E7 8 ALJADEFF DANIEL/ IN 



E9 1 ALJANEDI MOHDSAMEER Y/IN 

ElO 1 ALJIZAWI HAKIM MAHMOUD/IN 

Ell 2 ALJOBURI MARIA/ IN 

El 2 3 ALJOE RONALD R/IN 

=> s e3 

LI 58 "ALIZON MARC'VIN 

=> s 11 and (endogenous/clm) 

5200 ENDOGENOUS/CLM 
L2 0 LI AND (ENDOGENOUS/CLM) 

=> s 11 and (reverse transcriptase/clm or RT/clm) 
70832 REVERSE/CLM 
2247 TRANSCRIPTASE/CLM 
2230 REVERSE TRANSCRIPTASE/CLM 

( { REVERSE ( W ) TRANSCRI PTASE ) / CLM ) 
2021 RT/CLM 

L3 3 LI AND (REVERSE TRANSCRIPTASE/CLM OR RT/CLM) 

=> d 13, cbib, elm, 1 -3 

L3 ANSWER 1 OF 3 USPATFULL on STN 
2003:244249 HIV-2 antigen compositions. 

Montagnier, Luc, Le Plessis Robinson, FRANCE 

Chamaret, Solange, Paris, FRANCE 

Guetard, Denise, Paris, FRANCE 

Allzon, Marc, Paris, FRANCE 

Clavel, Francois, Paris, FRANCE 

Guyader, Mireille, Paris, FRANCE 

Sonigo, Pierre, Paris, FRANCE 

Brun-Vezinet, Francoise, Paris, FRANCE 

Rey, Marianne, Paris, FRANCE 

Rouzioux, Christine, Paris FRANCE 

Katlama, Christine, Paris, FRANCE 

Institut Pasteur, Paris, FRANCE (non-U. S. corporation) 
US 2003170658 Al 20030911 

APPLICATION: US 2002-180460 Al 20020627 (10) 

PRIORITY: FR 1986-910 19860122 

FR 1986-911 19860122 

FR 1986-1635 19860206 

FR 1986-1985 19860213 

FR 1986-3881 19860318 

FR 1986-4215 19860324 

DOCUMENT TYPE: Utility; APPLICATION. 
CAS INDEXING IS AVAILABLE FOR THIS PATENT. 
CLM What is claimed is: 

1. HIV-2 retrovirus or variance of this virus, which retrovirus has 
infectious properties with respect to human T4 lymphocytes and the 
essential morphological and immunological properties of any of the 
retroviruses deposited at the CNCM under n-cndot. 1-502, 1-532, 
1-642 and 1-643: 

2. The purified retrovirus of claim 1 which possesses the following 
properties: the preferred target for the HIV-2 retrovirus consists of 
human Leu 3 cells (or T4 lymphocytes) and for permanent cell lines 
derived of said T4 lymphocytes; it is cytotoxic for the human T4 
lymphocytes which it infects; it has a reverse transcriptase 
activity which requires the presence of Mg2+ ions and has a strong 
affinity for poly adenylate oligodeoxythymidylate (poly (A) -oligo (dT ) 
12-18);. it has a density of approximately 1.16 in a sucrose gradient; 
it has a mean diameter of 14 0 nanometres and a core having mean diameter 
of 41 nanometres; it can be cultivated in permanent cell lines 
expressing the T4 protein; it is not infectious in T8 lymphocytes; the 
lysates of this virus contain p26 protein which does not crossreact 
immunologically with p24 protein of the HTLV-1 virus or of the HTLV-2; 
said lysates further contain p-16 protein which is not recognized 
immunologically by pl9 protein of HTLV-1 or of HTLV-2 in 
radioimmunoprecipitation assays; said lysates further contain an 
envelope glycoprotein having a molecular weight of the order of 
130,000-140,000 which does not crossreact immunologically with gpllO of 
HTLV-1 retrovirus; said lysates further contain a molecule which can be 
labelled by 35s-cy3tein, having an apparent molecular weight of 

about 36,000; the genomic RNA of HIV-2 hybridizes neither with the 
genomic RNA, nor with the ENV gene, nor with the LTRs of HIV-1 under 
stringent conditions; the genomic RNA of HIV-2 hybridizes weakly under 
non-stringent conditions with nucleotide sequences of the CAG region of 
the HIV-1 genome. 



3. The retrovirus of claim 2 whose lysates also contain a molecule 
having an apparent molecular weight of 42,000-45,000. 



sequence of its genomic RNA which comprises the R region and the U3 
region also comprises a nucleotidic sequence which corresponds with the 
following nucleotide sequence: 

GTGGAAGGCGAGACTGAAAGC AAGAGG AAT ACC AT T T AGT T AAAGGACAG 
GAACAGCTATACTTGGTCAGGGCAGGAAGTAACTAACAGAAACAGCTGAG 
ACTGCAGGGACTTTCCAGAAGGGGCTGTAACCAAGGGAGGGACATGGGAG 
GAGCTGGTGGGGAACGCCTCATATTCTCTGTATAATATACCCGCTGCTTG 
CATTGTACTTCAGTCGCTCTGCGGAGAGGCTGGCAGATTGAGCCCTGGAG 
GATCTCTCCAGCACTAGACGGATGAGCCTGGGTGCCCTGCTAGACTCTCA 
CCAGCACTTGGCCGGTGCTGGCAGACGGCCCCACGCTTGCCTGCTTAAAA 
ACCTTCCTTAATAAAGCTGCAGTAGAAGCA 

5. The retrovirus of anyone of claims 1 to 4 whose genomic RNA also 
contains a GAG sequence which corresponds with the following nucleotide 
sequence: 

GAGRODN 

ATGGGCGCGAGAAACTCCGTCTTGAGAGGGAAAAAAGCAGATGAA 
TTAGAAAGAATCAGGTTACGGCCCGGCGGAAAGAAAAAGTACAGG 

* • * • * 

CTAAAACATATTGTGTGGGCAGCGAATAAATTGGACAGATTCGGA 
100 . 

TTAGCAGAGAGCCTGTTGGAGTCAAAAGAGGGTTGTCAAAAAATT 

CTTACAGTTTTAGATCCAATGGTACCGACAGGTTCAGAAAATTTA 

200 

AAAAGTCTTTTTAATACTGTCTGCGTCATTTGGTGCATACACGCA 

GAAGAGAAAGTGAAAGATACTGAAGGAGCAAAACAAATAGTGCGG 

300 

AGACATCTAGTGGCAGAAACAGGAACTGCAGAGAAAATGCCAAGC 

AC7\AGTAGACCAACAGCACCATCTAGCGAGAAGGGAGGAAATTAC 

4 00 

CCAGTGCAACATGTAGGCGGCAACTACACCCATATACCGCTGAGT 
* • • • . 

CCCCGAACCCTA7U\TGCCTGGGTAAAATTAGTAGAGGAAAAAAAG 

TTCGGGGCAGAAGTAGTGCCAGGATTTCAGGCACTCTCAGAAGGC 
500 . , ... 

TGCACGCCCTATGATATCAACCAAATGCTTAATTGTGTGGGCGAC 

CATCAAGCAGCCATGCAGATAATCAGGGAGATTATCAATGAGGAA 
600 . 

GCAGCAGAATGGGATGTGCAACATCC7\ATACCAGGCCCCTTACCA 

GCGGGGCAGCTTAGAGAGCCAAGGGGATCTGACATAGCAGGGACA 

700 

ACAAGCACAGTAGAAGAACAGATCCAGTGGATGTTTAGGCCACAA 

AATCCTGTACCAGTAGGAAACATCTATAGAAGATGGATCCAGATA 

800 

GGATTGCAGAAGTGTGTCAGGATGTACAACCCGACCAACATCCTA 



GACATAAAACAGGGACCAAAGGAGCCGTTCCAAAGCTATGTAGAT 



AGATTCTACAAAAGCTTGAGGGCAGAACAAACAGATCCAGCAGTG 



AAGAATTGGATGACCCAAACACTGCTAGTACAAAATGCCAACCCA 

GACTGTAAATTAGTGCTAAAAGGACTAGGGATGAACCCTACCTTA 
1000 

GAAGAGATGCTGACCGCCTGTCAGGGGGTAGGTGGGCCAGGCCAG 

AAAGCTAGATTAATGGCAGAGGCCCTGAAAGAGGTCATAGGACCT 

1100 

GCCCCTATCCCATTCGCAGCAGCCCAGCAGAGAAAGGCATTTAAA 

TGCTGGAACTGTGGAAAGGAAGGGCACTCGGCAAGACAATGCCGA 

1200 

GCACCTAGAAGGCAGGGCTGCTGGAAGTGTGGTAAGCCAGGACAC 

ATCATGACAAACTGCCCAGATAGACAGGCAGGTTTTTTAGGACTG 

1300 

GGCCCTTGGGGAAAGAAGCCCCGC7\ACTTCCCCGTGGCCCAAGTT 

CCGCAGGGGCTGACACCAACAGCACCCCCAGTGGATCCAGCAGTG 

GATCTACTGGAGAAATATATGCAGCAAGGGAAAAGACAGAGAGAG 
1400 .... 

CAGAGAGAGAGACCATACAAGGAAGTGACAGAGGACTTACTGCAC 

• • • • 

CTCGAGCAGGGGGAGACACCATACAGGGAGCCACCAACAGAGGAG 
1500 

TTGCTGCACCTCAATTCTCTCTTTGGAAAAGACCAG 

6. The retrovirus of anyone of claims 1 to 5 whose genomic RNA contains 
an ENV sequence which corresponds with the following nucleotide 
sequence : 

ENVRN 

ATGATGAATCAGCTGCTTATTGCCATTTTATTAGCTAGTGCTTGC 
TTAGTATATTGCACCCAATATGTAACTGTTTTCTATGGCGTACCC 

***** 

ACGTGGAAAAATGCAACCATTCCCCTCTTTTGTGCAACCAGAAAT 
100 . . . 

AGGGATACTTGGGGAACCATACAGTGCTTGCCTGACAATGATGAT 

TATCAGGAAATAACTTTGAATGTAACAGAGGCTTTTGATGCATGG 

200 

AATAATACAGTAACAGAACAAGCAATAGAAGATGTCTGGCATCTA 

* * • • • 

TTCGAGACATCAATAAAACCATGTGTCAAACTAACACCTTTATGT 

300 

GTAGCAATGAAATGCAGCAGCACAGAGAGCAGCACAGGGAACAAC 

ACAACCTCAAAGAGCACAAGCACAACCACAACCACACCCACAGAC 

4 00 

CAGGAGCAAGAGATAAGTGAGGATACTCCATGCGCACGCGCAGAC 

* * * . . 

AACTGCTCAGGATTGGGAGAGGAAGAAACGATCAATTGCCAGTTC 



AATATGACAGGATTAGAAAGAGATAAGAAAAAACAGTATAATGAA 
500 . . . . 

ACATGGT ACT CAAAAGAT GTGGTTTGT GAGACAAATAAT AGCACA 

AATCAGACCCAGTGTTACATGAACCATTGCAACACATCAGTCATC 
600 . . . 

ACAGAATCATGTGACAAGCACTATTGGGATGCTATAAGGTTTAGA 



TACTGTGCACCACCGGGTTATGCCCTATTAAGATGTAATGATACC 

700 

AATTATTCAGGCTTTGCACCCAACTGTTCTAAAGTAGTAGCTTCT 



ACATGCACCAGGATGATGGAAACGCAAACTTCCACATGGTTTGGC 

800 

TTTAATGGCACTAGAGCAGAGAATAGAACATATATCTATTGGCAT 



GGCAGAGATAATAGAACTATCATCAGCTTAAACAAATATTATAAT 

900 

CTCAGTTTGCATTGTAAGAGGCCAGGGAATAAGACAGTGAAACAA 



ATAATGCTTATGTCAGGACATGTGTTTCACTCCCACTACCAGCCG 



ATCAATAAAAGACCCAGACAAGCATGGTGCTGGTTCAAAGGCAAA 
1000 

TGGAAAGACGCCATGCAGGAGGTGAAGACCCTTGCATWVCATCCC 



AGGTATAGAGGAACCAATGACACAAGGAATATTAGCTTTGCAGCG 

1100 

CCAGGAAAAGGCTCAGACCCAGAAGTAGCATACATGTGGACTAAC 



TGCAGAGGAGAGTTTCTCTACTGCAACATGACTTGGTTCCTCAAT 

1200 

TGGATAGAGAATAAGACACACCGCAATTATGCACCGTGCCATATA 



AAGCAAATAATTAACACATGGCATAAGGTAGGGAGAAATGTATAT 

1300 

TTGCCTCCCAGGGAAGGGGAGCTGTCCTGCAACTCAACAGTAACC 



AGCATAATTGCTAACATTGACTGGCAAAACAATAATCAGACAAAC 



ATTACCTTTAGTGCAGAGGTGGCAGAACTATACAGATTGGAGTTG 
1400 . . 

GGAGATTATAAATTGGTAGAAATAACACCAATTGGCTTCGCACCT 

■ * • * 

ACAAAAGAAAAAAGATACTCCTCTGCTCACGGGAGACATACAAGA 
1500 

GGTGTGTTCGTGCTAGGGTTCTTGGGTTTTCTCGCAACAGCAGGT 



TCTGCAATGGGCGCTCGAGCGTCCCTGACCGTGTCGGCTCAGTCC 

1600 

CGGACTTTACTGGCCGGGATAGTGCAGCAACAGCAACAGCTGTTG 



GACGTGGTCAAGAGACAACAAGAACTGTTGCGACTGACCGTCTGG 

1700 



CTACAGGACCAGGCGCGGCTAAATTCATGGGGATGTGCGTTTAGA 

1800 

CAAGTCTGCCACACTACTGTACCATGGGTTAATGATTCCTTAGCA 



CCTGACTGGGACAATATGACGTGGCAGGAATGGGAAAAACAAGTC 



CGCTACCTGGAGGCAAATATCAGTAAAAGTTTAGAACAGGCACAA 
1900 

ATTCAGCAAGAGAAAAATATGTATGAACTACAAAAATTAAATAGC 



TGGGATATTTTTGGCAATTGGTTTGACTTAACCTCCTGGGTCAAG 

2000 

TATATTCAATATGGAGTGCTTATAATAGTAGCAGTAATAGCTTTA 



AGAATAGTGATATATGTAGTACAAATGTTAAGTAGGCTTAGAAAG 

2100 

GGCTATAGGCCTGTTTTCTCTTCCCCCCCCGGTTATATCC7KACAG 

ATCCATATCCACAAGGACCGGGGACAGCCAGCCAACGAAGAAACA 

2200 

GAAGAAGACGGTGGAAGCAACGGTGGAGACAGATACTGGCCCTGG 



GCGATAGCATATATACATTTCCTGATCCGCCAGCTGATTCGCCTC 



TTGACCAGACTATACAGCATCTGCAGGGACTTACTATCCAGGAGC 
2300 . . . . 

TTCCTGACCCTCCAACTCATCTACCAGAATCTCAGAGACTGGCTG 



AGACTTAGAACAGCCTTCTTGCAATATGGGTGCGAGTGGATCCAA 
2400 

GAAGCATTCCAGGCCGCCGCGAGGGCTACAAGAGAGACTCTTGCG 



GGCGCGTGCAGGGGCTTGTGGAGGGTATTGGAACGAATCGGGAGG 

2500 

GGAATACTCGCGGTTCCAAGAAGGATCAGACAGGGAGCAGAAATC 



GCCCTCCTGTGAGGGACGGCAGTATCAGCAGGGAGACTTTATGAA 

2600 

TACTCCATGGAAGGACCCAGCAGCAGAAAGGGAGAAAAATTTGTA 



CAGGCAACAAAATATGGA 



7. The retrovirus of anyone of claims 1 to 6 whose RNA virtually 
hybridizes neither with the ENV gene and the LTR close to it, 
particularly with the nucleotide sequence 5290-9130 of HIV-1, nor with 
the sequences of the POL region of the HIV-1 genome, particularly with 
the nucleotide sequence 2170-2240 of HIV-1. 

8. A composition comprising at least one antigen, particularly a protei 
or glycoprotein of HIV-2 virus according to anyone of claims 1 to 7 . 

9. The composition of claim 8 which consists of total extract or lysate 
of said retrovirus. 

10. The composition of claim 8 wherein said antigen consists of at leas 
one of the internal core proteins of said virus, particularly pl2, pl6 
and p26, which have apparent molecular weight of the order of 12,000, 
16,000 and 26,000. 



11. The composition of claim 8, characterized in that it contains a 



130,000-140,000. 



12. An antigen which provides a single bound in electrophoresis on a 
polyacrylamid gel which comprises, in common with one of the purified 
antigens of HIV-2 retrovirus, an epitope that is recognized by the serum 
of a carrier of antibody against HIV-2. 

13. A purified antigen having the immunological characteristics of one 
of the following proteins or glycoproteins of HIV-2: pl2, pl6, p26, p36, 
p4 2 and gpl4 0. 

14. An antigen of claim 13 which has the following aminoacid sequence or 
a part of said sequence recognized by anti-pl2 antibodies: 

ArgLysAlaPheLys 



CysTrpAsnCysGl yLysGl uGl yHi s Ser Al aArgGl nCysAr g 

1200 

Ala Pr oArgArgGlnGl yCysTrpLysCysGl yLys ProGl yHi s 

IleMetThrAsnCysProAspArgGlnAlaGlyPheLeuGlyLeu 

1300 

GlyProTrpGlyLysLysProArgAsnPheProValAlaGlnVal 



ProGlnGlyLeuThrProThrAlaProProValAspProAlaVal 

* * * * 

AspLeuLeuGluLysTyrMetGlnGlnGlyLysArgGlnArgGlu 
1400 .... 

GlnArgGluArgProTyrLysGluValThrGluAspLeuLeuHis 

LeuGluGlnGlyGluThrProTyrArgGluProProThrGluAsp 
1500 

LeuLeuHisLeuAsnSerLeuPheGlyLysAspGln 

15, An antigen of claim 13 which has the following aminoacid sequence or 
a part of said sequence recognized by anti-pl6 antibodies: 

MetGlyAl aArgAsnSerValLeuArgGlyLysLysAl aAspGlu 

LeuGluArglleArgLeuArgProGlyGlyLysLysLysTyrArg 

LeuLysHisIleValTrpAlaAlaAsnLysLeuAspArgPheGly 
100 . 

LeuAlaGluSerLeuLeuGluSerLysGluGlyCysGlnLysIle 

LeuThrValLeuAspProMetValProThrGlySerGluAsnLeu 

200 

LysSerLeuPheAsnThrValCysVallleTrpCysIleHisAla 

GluGluLysValLysAspThrGluGlyAlaLysGlnlleValArg 

300 

ArgHisLeuValAlaGluThrGlyThrAlaGluLysMetProSer 

ThrSerArgProThrAlaProSerSerGluLysGlyGlyAsnTyr 

400 

16. An antigen of claim 13 which has the following aminoacid sequence or 
a part of said sequence recognized by anti-p26 antibodies: 

ProValGlnHisValGlyGlyAsnTyrThrHisIleProLeuSer 



ProArgThrLeuAsnAlaTrpValLysLeuValGluGluLysLys 



PheGlyAlaGluValValProGlyPheGlnAlaLeuSerGluGly 
500 ... . 

CysThrProTyrAspIleAsnGlnMetLeuAsnCysValGlyAsp 

HisGlnAlaAlaMetGlnllelleArgGluIlelleAsnGluGlu 
600 . 

AlaAlaGluTrpAspValGlnHisProIleProGlyProLeuPro 

AlaGlyGlnLeuArgGluProArgGlySerAspIleAlaGlyThr 

700 

ThrSerThrValGluGluGlnlleGlnTrpMetPheArgProGin 

AsnProValProValGiyAsnlleTyrArgArgTrpIleGlnlle 

800 

GlyLeuGlnLysCysValArgMetTyrAsnProThrAsnlleLeu 

AspIleLysGlnGlyProLysGluProPheGlnSerTyrValAsp 

900 

ArgPheTyrLysSerLeuArgAlaGluGlnThrAspProAlaVal 

LysAsnTrpMetThrGlnThrLeuLeuValGlnAsnAlaAsnPro 

AspCysLysLeuValLeuLysGlyLeuGlyMetAsnProThrLeu 
1000 

GluGluMetLeuThrAlaCysGlnGlyValGlyGlyProGlyGIn 

LysAl aArgLeuMet Al aGluAl aLeuLysGluVal 1 1 eGl y Pro 

1100 

AiaProIleProPheAlaAlaAlaGlnGln 

17 . An antigen of claim 13 which has the following aminoacid sequence or 
a part of said sequence recognized by anti-gpl40 antibodies: 

ENVRN 

MetMetAsnGlnLeuLeuIleAlalleLeuLeuAlaSerAlaCys 

LeuValTyrCysThrGlnTyrValThrValPheTyrGlyValPro 

ThrTrpLysAsnAlaThrlleProLeuPheCysAlaThrArgAsn 
100 

ArgAspThrTrpGlyThrlleGlnCysLeuProAspAsnAspAsp 

TyrGlnGluIleThrLeuAsnValThrGluAlaPheAspAlaTrp 

200 . . 

AsnAsnThrValThrGluGlnAlalleGluAspValTrpHisLeu 
• • * - . 

PheGluThrSerlleLysProCysValLysLeuThrProLeuCys 

300 

ValAlaMetLysCysSerSerThrGluSerSerThrGlyAsnAsn 

ThrThrSerLysSerThrSerThrThrThrThrThrProThrAsp 

400 

GlnGluGlnGluIleSerGluAspThrProCysAlaArgAlaAsp 

AsnCysSerGlyLeuGlyGluGluGluThrlleAsnCysGlnPhe 

AsnMetThrGlyLeuGluArgAspLysLysLysGlnTyrAsnGlu 
500 .... 



ThrTrpTyrSerLysAspValValCysGluThrAsnAsnSerThr 



AsnGlnThrGlnCysTyrMetAsnHisCysAsnThrSerVallle 
600 

ThrGluSerCysAspLysHisTyrTrpAspAlalleArgPheArg 



TyrCysAlaProProGlyTyrAlaLeuLeuArgCysAsnAspThr 

700 

AsnTyrSerGlyPheAlaProAsnCysSerLysValValAlaSer 



ThrCysThrArgMetMetGluThrGlnThrSerThrTrpPheGly 

800 

PheAsnGlyThrArgAlaGluAsnArgThrTyrlleTyrTrpHis 



GlyArgAspAsnArgThrllelleSerLeuAsnLysTyrTyrAsn 

900 

LeuSerLeuHisCysLysArgProGlyAsnLysThrValLysGln 
IleMetLeuMetSerGlyHisValPheHisSerHisTyrGlnPro 



1 1 eAsnLysArg ProArgGl nAl aTrpCysTrpPheLysGl yLys 
1000 

TrpLysAspAlaMetGlnGluValLysThrLeuAlaLysHisPro 



ArgTyrArgGlyThrAsnAspThrArgAsnlleSerPheAlaAla 

1100 

ProGlyLysGlySerAspProGluValAlaTyrMetTrpThrAsn 



CysArgGlyGluPheLeuTyrCysAsnMetThrTrpPheLeuAsn 

1200 

TrpIleGluAsnLysThrHisArgAsnTyrAlaProCysHisIle 



LysGlnllelleAsnThrTrpHisLysValGlyArgAsnValTyr 

1300 

LeuProProArgGluGlyGluLeuSerCysAsnSerThrValThr 
SerllelleAlaAsnlleAspTrpGlnAsnAsnAsnGlnThrAsn 



IleThrPheSerAlaGluValAlaGluLeuTyrArgLeuGluLeu 
1400 . . . . 

GlyAspTyrLysLeuValGluIleThrProIleGlyPheAlaPro 

ThrLysGluLysArgTyrSerSerAlaHisGlyArgHisThrArg 
1500 

GlyValPheValLeuGlyPheLeuGlyPheLeuAlaThrAlaGly 



SerAlaMetGlyAlaArgAlaSerLeuThrValSerAlaGlnSer 

1600 

ArgThrLeuLeuAlaGlylleValGlnGlnGinGlnGlnLeuLeu 



AspValValLysArgGlnGlnGluLeuLeuArgLeuThrValTrp 

1700 

Gl yTh rLysAs nLeuGl nAl a ArgVa iThr Al all eGl uLysTyr 



LeuGlnAspGlnAlaArgLeuAsnSerTrpGlyCysAlaPheArg 

1800 



GlnValCysHisThrThrValProTrpValAsnAspSerLeuAla 



ProAspTrpAspAsnMetThrTrpGlnGluTrpGluLysGlnVal 



ArgTyrLeuGluAlaAsnlleSerLysSerLeuGluGlnAlaGin 
1900 

IleGlnGlnGluLysAsnMetTyrGluLeuGlnLysLeuAsnSer 



TrpAspIlePheGlyAsnTrpPheAspLeuThrSerTrpValLys 

2000 

TyrlleGlnTyrGlyValLeuIlelleValAlaVallleAlaLeu 



ArglleVallleTyrValValGlnMetLeuSerArgLeuArgLys 

2100 

GlyTyrArgProValPheSerSerProProGlyTyrlleGlnGIn 

IleHisIleHisLysAspArgGlyGlnProAlaAsnGluGluThr 

2200 

GluGluAspGlyGlySerAsnGlyGlyAspArgTyrTrpProTrp 



ProIleAlaTyrlleHisPheLeuIleArgGlnLeuIleArgLeu 



LeuThrArgLeuTyrSerlleCysArgAspLeuLeuSerArgSer 
2300 . . . . 

PheLeuThrLeuGlnLeuIleTyrGlnAsnLeuArgAspTrpLeu 



ArgLeuArgThrAlaPheLeuGlnTyrGlyCysGluTrpIleGln 
2400 

GluAl a PheGl nAl aAl aAl aArgAl aThrArgGluThrLeuAl a 



GlyAlaCysArgGlyLeuTrpArgValLeuGluArglleGlyArg 

2500 

GlylleLeuAlaValProArgArglleArgGlnGlyAlaGluIle 



AlaLeuLeu***GlyThrAlaValSerAlaGlyArgLeuTyrGlu 

2600 

TyrSerMetGluGlyProSerSerArgLysGlyGluLysPheVal 



GlnAlaThrLysTyrGly 



18. A method for the in vitro detection of the presence of antibodies 
against anti-HIV-2 in a biological liquid, such as a serum, more 
particularly for the in vitro diagnosis of a potential or existing LAS 
or AIDS caused by HIV-2 type retrovirus, which comprises contacting a 
serum or other biological medium from the person to be diagnosed with a 
composition according to anyone of claims 8 to 11 or with an antigen 
according to anyone of claims 12 to 17, detecting the immunological 
conjuguate possibly formed between said anti-HIV-2-antibodies and the 
antigen or antigens used. 

19. The method of claim 18 which comprises achieving the detection of 
said immunological conjuguate by reacting said immunological conjuguate 
pos-sibly formed with a labelled reagent formed either by human 
anti-immunoglobulin-antibodies or of a bacterial A protein, and by 
detecting the complexe formed between the reagent and said immunological 
conj uguate . 

20. Kit for the detection of anti-HIV-2-antibodies in a biological 
fluid, particularly of a person possibly carrying such antibodies, which 
comprises: a composition such as defined in anyone of claims 8 to 11 or 
an antigen such as defined in any of claims 12 to 17; and means for 
detecting the immunological complexe resulting from the immunological 
reaction between the antigen and said biological fluid. 



21. The kit of claim 21, whose means for detecting the immunological 
complexe formed comprises human anti-immunoglobulins or a protein A and 
a means for detecting the complexe formed between the anti-HIV-2 
antibodies contained in the detected immunological conj uguate . 

22. Immunogenic compositions containing an envelope glycoprotein of 
HIV-2 retrovirus, such as gpl40 of said retrovirus, or part of said 
glycoprotein, in association with a pharmaceutically acceptable vehicle 
appropriate for the constitution of vaccines effective against HIV-2. 

23. The composition of claim 22 which contains at least part of an 
immunogenic glycoprotein comprising the proteic backbone having the 
following sequence: 

ENVRN 

MetMetAsnGlnLeuLeuIleAlalleLeuLeuAlaSerAlaCys 

LeuValTyrCysThrGlnTyrValThrValPheTyrGlyValPro 

ThrTrpLysAsnAlaThrlleProLeuPheCysAlaThrArgAsn 

100 ' . . . " 

ArgAspThrTfpGlyThrlleGlnCysLeuProAspAsnAspAsp 

TyrGlnGluIleThrLeuAsnValThrGluAlaPheAspAlaTrp 

200 

AsnAsnThrValThrGluGlnAlalleGluAspValTrpHisLeu 

PheGluThrSerlleLysProCysValLysLeuThrProLeuCys 

300 

ValAlaMetLysCysSerSerThrGluSerSerThrGlyAsnAsn 
..... 

ThrThrSerLysSerThrSerThrThrThrThrThrProThrAsp 

400 

GlnGluGlnGluIleSerGluAspThrProCysAlaArgAlaAsp 

AsnCysSerGlyLeuGlyGluGluGluThrlleAsnCysGlnPhe 

AsnMetThrGlyLeuGluArgAspLysLysLysGlnTyrAsnGlu 
500 ... . 

ThrTrpTyrSerLysAspValValCysGluThrAsnAsnSerThr 

AsnGlnThrGlnCysTyrMetAsnHisCysAsnThrSerVallle 
600 . 

ThrGluSerCysAspLys Hi sTyrTrpAspAl all eArg PheArg 

TyrCysAlaProProGlyTyrAlaLeuLeuArgCysAsnAspThr 

700 

AsnTyrSerGlyPheAlaProAsnCysSerLysValVaiAlaSer 

* • • • 

ThrCysThrArgMetMetGluThrGlnThrSerThrTrpPheGly 

800 

PheAsnGlyThrArgAlaGluAsnArgThrTyrlleTyrTrpHis 

* * • * 

GlyArgAspAsnArgThrllelleSerLeuAsnLysTyrTyrAsn 

900 

LeuSerLeuHisCysLysArgProGlyAsnLysThrValLysGln 

* ^ * * 

IleMetLeuMetSerGlyHisValPheHisSerHisTyrGlnPro 



1 1 eAsnLysArg ProArgGlnAl aT rpCysTrpPheLysGl yLys 



TrpLysAspAlaMetGlnGluValLysThrLeuAlaLysHisPro 

ArgTyrArgGlyThrAsnAspThrArgAsnlleSerPheAlaAla 

1100 

ProGlyLysGiySerAspProGluValAlaTyrMetTrpThrAsn 

CysArgGlyGluPheLeuTyrCysAsnMetThrTrpPheLeuAsn 

1200 

TrpIleGluAsnLysThrHisArgAsnTyrAlaProCysHisIle 

LysGlnllelleAsnThrTrpHisLysValGlyArgAsnValTyr 

1300 

LeuProProArgGluGlyGluLeuSerCysAsnSerThrValThr 

SerllelleAlaAsnlleAspTrpGlnAsnAsnAsnGlnThrAsn 

IleThrPheSerAlaGluValAlaGluLeuTyrArgLeuGluLeu 
1400 . . . . 

GlyAspTyrLysLeuValGluIleThrProIleGlyPheAlaPro 

ThrLysGluLysArgTyrSerSerAlaHisGlyArgHisThrArg 
1500 

GlyValPheValLeuGlyPheLeuGlyPheLeuAlaThrAlaGly 

SerAlaMetGlyAlaArgAlaSerLeuThrValSerAlaGlnSer 

1600 

ArgThrLeuLeuAlaGlylleValGlnGlnGlnGlnGlnLeuLeu 

AspValValLysArgGlnGlnGluLeuLeuArgLeuThrValTrp 

1700 

GlyThrLysAsnLeuGlnAlaArgValThrAlalleGluLysTyr 

LeuGlnAspGlnAlaArgLeuAsnSerTrpGlyCysAlaPheArg 

1800 

GlnValCysHisThrThrValProTrpValAsnAspSerLeuAla 

ProAspTrpAspAsnMetThrTrpGlnGluTrpGluLysGlnVal 

ArgTyrLeuGluAlaAsnlleSerLysSerLeuGluGlnAlaGln 
1900 

IleGlnGlnGluLysAsnMetTyrGluLeuGlnLysLeuAsnSer 

TrpAspIlePheGlyAsnTrpPheAspLeuThrSerTrpValLys 

2000 

TyrlleGlnTyrGlyValLeuIlelleValAlaVailleAlaLeu 

ArglleVallleTyrValValGlnMetLeuSerArgLeuArgLys 

2100 

GlyTyrArgProValPheSerSerProProGlyTyrlleGlnGln 

IleHisIleHisLysAspArgGlyGlnProAlaAsnGluGluThr 

2200 

GluGl uAspGl yGl ySer AsnGlyGl yAspArgTyrTrpProTrp 

* * * • • 

ProIleAlaTyrlleHisPheLeuIleArgGlnLeuIleArgLeu 



LeuThrArgLeuTyrSerlieCysArgAspLeuLeuSerArgSer 
2300 . . , . 

PheLeuThrLeuGlnLeuIleTyrGinAsnLeuArgAspTrpLeu 



ArgLeuArgThrAlaPheLeuGlnTyrGlyCysGluTrpIleGln 
2400 

GluAlaPheGlnAlaAlaAlaArgAlaThrArgGluThrLeuAla 



GlyAlaCysArgGlyLeuTrpArgValLeuGluArglleGlyArg 

2500 

GlylleLeuAlaValProArgArglleArgGlnGlyAlaGluIle 

AlaLeuLeu***GlyThrAlaValSerAlaGlyArgLeuTyrGlu 

2600 

TyrSerMetGluGlyProSerSerArgLysGlyGluLysPheVal 
GlnAlaThrLysTyrGly 

24. The immunogenic composition of claim 22 or of claim 23 which is 
dosed in antigen in order to enable the administration of a dosage-unit 
of 10 to 500, particularly from 50 to 100 pg/Jcg of bodyweight. 

25. Monoclonal antibody characterized by its ability to specifically 
recognize one of the antigens according to anyone of claims 14 to 17. 

26. The secreting hybridomas of the monoclonal antibody of claim 25. 

27. Nucleic acids, optionally labelled, derived of part at least of RNA 
of HIV-2 virus or of one of its variance. 

28. The nucleic acid of claim 27, which contains at least part of the 
cDNA which corresponds with the entire genomic RNA of HIV-2 retrovirus. 

29. The nucleic acid of claim 27, which contains the nucleotide 
sequence: 

GTGGAAGGCGAGACTGAAAGCAAGAGGAATACCATTTAGTTAAAGGACAG 
GAACAGCTATACTTGGTCAGGGCAGGAAGTAACTMCAGAAACAGCTGAG 
ACTGCAGGGACTTTCCAGAAGGGGCTGTAACCAAGGGAGGGACATGGGAG 
GAGCTGGTGGGGAACGCCTCATATTCTCTGTATAATATACCCGCTGCTTG 
CATTGTACTTCAGTCGCTCTGCGGAGAGGCTGGCAGATTGAGCCCTGGAG 
GATCTCTCCAGCACTAGACGGATGAGCCTGGGTGCCCTGCTAGACTCTCA 
CCAGCACTTGGCCGGTGCTGGCAGACGGCCCCACGCTTGCCTGCTTAAAA 
ACCTTCCTTAATAAAGCTGCAGTAG7\AGCA 

30. The nucleic acid of claim 27, which contains a nucleotidic sequence 
coding for at least part of the aminoacid sequence indicated hereafter: 

GAGRODN 

MetGlyAlaArgAsnSerValLeuArgGlyLysLysAlaAspGlu 

.multidot. • .multidot. .multidot. 

. multidot . 

LeuGluArglleArgLeuArgProGlyGlyLysLysLysTyrArg 

.multidot. .multidot. .multidot. 

.multidot . .multidot . 

LeuLysHisIleValTrpAl aAlaAsnLysLeuAspArgPheGly 

100 .multidot. .multidot. .multidot. 

LeuAlaGluSerLeuLeuGluSerLysGluGlyCysGlnLysIle 

.multidot. .multidot. .multidot. 

. multidot . . multidot . 

LeuThrValLeuAspProMetValProThrGlySerGluAsnLeu 



LysSerLeuPheAsnThrValCysVallleTrpCysIleHisAla 

-multidot. .multidot, .multidot. 

. multidot. .multidot. 

GluGluLysValLysAspThrGluGlyAlaLysGlnlleValArg 

-multidot. .multidot. 300 

ArgHisLeuValAlaGluThrGlyThrAlaGluLysNetProSer 

.multidot. .multidot, .multidot. 

multidot. .multidot. 

ThrSerArgProThrAlaProSerSerGluLysGlyGlyAsnTyr 

.multidot. .multidot. .multidot 

ProValGlnHisValGlyGlyAsnTyrThrHisIleProLeuSer 

.multidot. .multidot. .multidot. 

multidot . .multidot . 

ProArgThrLeuAsnAlaTrpValLysLeuValGluGluLysLys 



multidot 



400 



.multidot. .multidot. 

multidot . 

PheGlyAlaGluValValProGlyPheGlnAlaLeuSerGluGly 



multidot 



.multidot . 



multidot . 



500 
multidot . 

CysThrProTyrAspIleAsnGlnMetLeuAsnCysValGlyAsp 



. multidot 



.multidot. .multidot. .multidot 

multidot . 

HisGlnAlaAlaMetGlnllelleArgGluIlelleAsnGluGlu 



.multidot. . 600 .multidot. 

multidot . 

AlaAlaGluTrpAspValGlnHisProIleProGlyProLeuPro 



. multidot 



.multidot. .multidot. .multidot. 

multidot . 

AlaGlyGlnLeuArgGluProArgGlySerAspIleAlaGlyThr 



-multidot. .multidot. 700 

multidot. 

ThrSerThrValGluGluGlnlleGlnTrpMetPheArgProGln 
Asn ProVa 1 ProVa IGI yAsnlleTyr ArgArgTrpIl eGlnl 1 e 



multidot . 



multidot . 



. multidot 



.multidot . 
multidot . 

GlyLeuGlnLysCysValArgMetTyrAsnProThrAsnlleLeu 

.multidot. .multidot- .multidot 

multidot . 

AspIleLysGlnGlyProLysGluProPheGlnSerTyrValAsp 



800 



. multidot . 



. multidot . 



.multidot . 
multidot. 900 

ArgPheTyrLysSerLeuArgAlaGluGlnThrAspProAlaVal 

.multidot. -multidot. .multidot 

multidot . 

LysAsnTrpMetThrGlnThrLeuLeuValGlnAsnAl aAsnPro 



.multidot. 



. multidot 



. multidot . 
multidot - 

AspCysLysLeuValLeuLysGlyLeuGlyMetAsnProThrLeu 

1000 . multidot . . multidot - 

GluGluMetLeuThrAlaCysGlnGlyValGlyGlyProGlyGln 

.multidot. .multidot. .multidot 

multidot. . multidot - 

LysAlaArgLeuMetAl aGluAl aLeuLysGluVall 1 eGl yPro 

.multidot. 1100 .multidot. 

AlaProIleProPheAlaAlaAlaGlnGlnArgLys-AlaPheLys 

.multidot. .multidot. .multidot 

multidot. .multidot. 

CysT r pAs nCysGl yLysGl uGl yHi s S e r Al aArgGI nCys Ar g 

.multidot. .multidot. 1200 

AlaProArgArgGlnGlyCysTrpLysCysGlyLysProGlyHis 



multidot 



multidot 



multidot 



.multidot. .multidot. .multidot 

multidot. .multidot. 

IleMetThrAsnCysProAspArgGlnAlaGlyPheLeuGlyLeu 



.multidot. .multidot. 
GlyProTrpGlyLysLysProArgAsnPheProValAiaGlnVal 



multidot . 



1300 



.multidot. .multidot. .multidot. 

multidot. .multidot. 

ProGlnGlyLeuThrProThrAlaProProValAspProAlaVal 



.multidot. .multidot. 

multidot . 

AspLeuLeuGluLysTyrMetGlnGlnGlyLysArgGlnArgGlu 



multidot 



multidot 



. multidot . 



1400 
multidot . 

GlnArgGluArgProTyrLysGluValThrGluAspLeuLeuHis 



. multidot 



.multidot. .multidot. .multidot. 

multidot . 

LeuGluGlnGlyGluThrProTyrArgGluProProThrGluAsp 



.multidot. 1500 .multidot 

LeuLeuHisLeuAsnSerLeuPheGlyLysAspGln 



.multidot 



. multidot . 



. multidot 



multidot . 



31. The nucleic acid of claim 21, which contains a hucleotidic sequence 
coding for at least part of the aminoacid sequence indicated hereafter: 



I ArgLysAlaPheLys 
! 

i .multidot. 
CysTrpAsnCysGlyLysGluGlyHisSerAlaArgGlnCysArg 

.multidot. .multidot. 1200 

AlaProArgArgGlnGlyCysTrpLysCysGlyLysProGlyHis 

.multidot. .multidot. .multidot. 

multidot. .multidot. 

IleMetThrAsnCysProAspArgGlnAlaGlyPheLeuGlyLeu 



.multidot. .multidot. .multidot. 

GlyProTrpGlyLysLysProArgAsnPheProValAlaGlnVal 

.multidot. .multidot. .multidot. 

.multidot. .multidot. 

ProGlnGlyLeuThrProThrAlaProProValAspProAlaVal 



. multidot 



multidot 



1300 



.multidot . .multidot . 

multidot . 

AspLeuLeuGluLysTyrMetGlnGlnGlyLysArgGlnArgGlu 



multidot . 



.multidot . 



. multidot . 



1400 
multidot . 

GlnArgGluArgProTyrLysGluValThrGluAspLeuLeuHis 
.multidot . .multidot . 

multidot . 

LeuGluGlnGlyGluThrProTyrArgGluProProThrGluAsp 



.multidot 



multidot . 



1500 



.multidot . 
multidot . 

LeuLeuHisLeuAsnSerLeuPheGlyLysAspGln 



. multidot . 



.multidot 



32. The nucleic acid of claim 27, which contains a nucleotidic sequence 
coding for at least part of the aminoacid sequence indicated hereafter: 

MetGlyAlaArgAsnSerValLeuArgGlyLysLysAlaAspGlu 

.multidot. .multidot. .multidot. 

.multidot . 

LeuGluArglleArgLeuArgProGlyGlyLysLysLysTyrArg 

.multidot. .multidot. .multidot. 

.multidot. .multidot. 

LeuLysHi s 1 1 eValTrpAl aAl aAsnLysLeuAspArg PheGl y 



100 .multidot. .multidot 

LeuAlaGluSerLeuLeuGluSerLysGluGlyCysGlnLysIle 



multidot . 



.multidot. .multidot. 

LeuThrValLeuAspProNetValProThrGlySerGluAsnLeu 

.multidot. 200 .multidot. .multidot. 

LysSerLeuPheAsnThrValCysVallleTrpCysIleHisAla 

.multidot. .multidot. .multidot. 

.multidot. .multidot. 

GluGluLysValLysAspThrGluGlyAlaLysGlnlleValArg 

.multidot. .multidot. 300 .multidot. 

ArgHisLeuValAlaGluThrGlyThrAlaGluLysMetProSer 

•multidot. .multidot. .multidot. 

.multidot. .multidot. 

ThrSerArgProThrAlaProSerSerGluLysGlyGlyAsnTyr 

.multidot. 400 

33. The nucleic acid of claim 27, which contains a nucleotidic sequence 
coding for at least part of the aminoacid sequence indicated hereafter: 

ProValGlnHisValGlyGlyAsnTyrThrHisIleProLeuSer 

.multidot. .multidot. .multidot. 

.multidot. .multidot. 

ProArgThrLeuAsnAlaTrpValLysLeuValGluGluLysLys 

-multidot. .multidot. .multidot. 

. multidot . 

PheGlyAlaGluValValProGlyPheGlnAlaLeuSerGluGly 

500 .multidot. .multidot. .multidot. 

. multidot . 

CysThrProTyrAspIleAsnGlnMetLeuAsnCysValGlyAsp 

.multidot. .multidot. .multidot. 

. multidot . 

HisGlnAlaAlaMetGlnllelleArgGlullelleAsnGluGlu 

.multidot. 600 .multidot. .multidot. 

.multidot . 

AlaAlaGluTrpAspValGlnHisProIleProGlyProLeuPro 

-multidot. .multidot. .multidot. 

.multidot . 

AlaGlyGlnLexArgGluProArgGlySerAspIleAlaGlyThr 

.multidot. .multidot. 700 .multidot. 

. multidot . 

ThrSerThrValGluGluGlnlleGlnTrpMetPheArgProGln 

AsnProValProValGlyAsnlleTyrArgArgTrpIleGlnlle 

.multidot. .multidot. .multidot. 800 

.multidot . 

GlyLeuGlnLysCysValArgMetTyrAsnProThrAsnlleLeu 

.multidot. .multidot. -multidot. 

. multidot . 

AspIleLysGlnGlyProLysGluProPheGlnSerTyrValArp 

.multidot. .multidot. . .multidot. 

.multidot. 900 

Arg PheTyr Lys Se r LeuArgAl aGluGl nThr AspProAl aVal 

.multidot. .multidot. .multidot. 

. multidot . 

LysAsnTrpMetThrGlnThrLeuLeuValGlnAsnAlaAsnPro 

.multidot. .multidot. .multidot. 

.multidot. .multidot. 

AspCysLysLeuValLeuLysGlyLeuGlyMetAsnProThrLeu 

1000 .multidot. .multidot. .multidot. 

GluGluMetLeuThrAlaCysGlnGlyValGlyGlyProGlyGln 

-multidot - . multidot . .multidot . 

.multidot. .multidot. 

LysAlaArgLeuMetAlaGluAlaLeuLysGluVallleGlyPro 

.multidot. 1100 .multidot. .multidot. 



34. The nucleic acid of claim 27, which contains a nucleotidic sequence 
coding for at least part of the aminoacid sequence indicated hereafter: 

ENVRN 

MetMetAsnGlnLeuLeuIleAlalleLeuLeuAlaSerAlaCys 

-multidot. -multidot. .multidot. 

, multidot . 

LeuValTyrCysThrGlnTyrValThrValPheTyrGlyValPro 

.multidot, .multidot. .multidot. 

.multidot. .multidot. 

ThrTrpLysAsnAlaThrlleProLeuPheCysAlaThrArgAsn 

100 -multidot. .multidot. .multidot. 

ArgAspThrTrpGlyThrlleGlnCysLeuProAspAstAspAsp 

.multidot. .multidot. .multidot. 

.multidot. .multidot. 

TyrGlnGluIleThrLeuAsnValThrGluAla PheAspAlaTrp 

.multidot . 200 . multidot . .multidot . 

AsnAsnThrValThrGluGlnAlalleGluAspValTrpHisLeu 

.multidot. .multidot. .multidot. 

.multidot. .multidot. 

PheGluThrSerlleLysProCysValLysLeuThrProLeuCys 

.multidot . .multidot . 300 . multidot . 

ValAlaMetLysCysSerSerThrGluSerSerThrGlyAsnAsn 

.multidot. .multidot. .multidot. 

.multidot . -multidot . 

ThrThrSerLysSerThrSerThrThrThrThrThrProThrAsp 

.multidot. -multidot. .multidot. 400 

GlnGluGlnGluIleSerGluAspThrProCysAlaArgAlaAsp 

.multidot. .multidot. .multidot. 

.multidot. .multidot. 

AsnCysSerGlyLeuGlyGluGluGluThrlleAsnCysGlnPhe 

.multidot. .multidot. .multidot. 

.multidot . 

AsnMetThrGlyLeuGluArgAspLysLysLysGlnTyrAsnGlu 

500 .multidot. .multidot. .multidot. 

. multidot . 

ThrTrpTyrSerLysAspValValCysGluThrAsnAsnSerThr 

.multidot. .multidot. .multidot. 

. multidot . 

AsnGlnThrGlnCysTyrMetAsnEisCysAsnThrSerVallle 

.multidot. 600 .multidot. .multidot. 

.multidot . 

ThrGluSerCysAspLysHisTyrTrpAspAlalleArgPheArg 

-multidot. .multidot. .multidot. 

. multidot . 

TyrCysAl a ProProGlyTyr Al aLeuLeuArgCysAs nAspThr 

.multidot. .multidot. 700 .multidot. 

. multidot . 

AsnTyrSerGlyPheAlaProAsnCysSerLysValValAlaSer 

ThrCysThrArgMetMetGluThrGlnThrSerThrTrpPheGly 

.multidot. .multidot. .multidot. 800 

. multidot . 

PheAsnGlyThrArgAlaGluAsnArgThrTyrlleTyrTrpHis 

.multidot. .multidot. .multidot. 

.multidot . 

GlyArgAspAsnArgThrllelleSerLeuAsnLysTyrTyrAsn 

.multidot. -multidot. .multidot. 

.multidot. 900 

LeuSerLeuHisCysLysArgProGlyAsnLysThrValLysGln 

.multidot. .multidot. .multidot. 



IleMetLeuMetSerGlyHisValPheHisSerHisTyrGlnPro 

.multidot. -multidot. .multidot. 

.multidot. .multidot. 

1 1 eAsnLysArg Pr oArgGl nAl aTrpCysTrpPheLysGl yLys 

1000 .multidot. .multidot. 

TrpLysAspAlaMetGlnGluValLysThrLeuAlaLysHisPro 

.multidot. .multidot. .multidot. 

.multidot. .multidot. 

ArgTyrArgGlyThrAsnAspThrArgAsnlleSerPheAlaAla 

.multidot. 1100 .multidot. 

ProGlyLysGlySerAspProGluValAlaTyrMetTrpThrAsn 

.multidot. .multidot. .multidot. 

.multidot. .multidot. 

CysArgGlyGluPheLeuTyrCysAsnMetThrTrpPheLeuAsn 

.multidot. .multidot. 1200 

TrpIleGluAsnLysThrHisArgAsnTyrAlaProCysHisIle 

.multidot. .multidot. .multidot. 

multidot. .multidot. 

LysGlnllelleAsnThrTrpHisLysValGlyArgAsnValTyr 

.multidot. .multidot. .multidot. 

LeuProProArgGluGlyGluLeuSerCysAsnSerThrValThr 

.multidot. .multidot. .multidot. 

multidot. .multidot. 

Serllell e Al a As n II *e As pT r pG 1 nAs nAs t As nG 1 nT h r As n 



. multidot 



. multidot 



.multidot 



1300 



.multidot. .multidot, 

multidot. 

IleThrPheSerAlaGluValAlaGluLeuTyrArgLeuGluLeu 



. multidot 



. multidot . 



multidot . 



1400 
multidot . 

GlyAspTyrLysLeuValGluIleThrProIleGlyPheAlaPro 

ThrLysGluLysArgTyrSerSerAlaHisGlyArgHisThrArg 

.multidot. 1500 .multidot, 

multidot . 

GlyValPheValLeuGlyPheLeuGlyPheLeuAlaThrAlaGly 
.multidot. .multidot. 

multidot . 

SerAlaMetGlyAlaArgAlaSerLeuThrValSerAlaGlnSer 



multidot 



. multidot 



multidot . 



. multidot . 



1600 



. multidot . 
multidot . 

ArgThrLeuLeuAlaGlylleValGlnGinGlnGlnGlnLeuLeu 
.multidot . .multidot . 

multidot . 

AspValValLysArgGlnGlnGluLeuLeuArgLeuThrValTrp 



. multidot . 



. multidot . 



.multidot . 



. multidot . 



, multidot . 
multidot . 

GlyThrLysAsnLeuGlnAlaArgValThrAlalleGluLysTyr 

.multidot. .multidot. 
LeuGlnAspGlnAlaArgLeuAsnSerTrpGlyCysAlaPheArg 



1700 



multidot 



multidot . 



multidot 



.multidot . 
multidot. 1800 

GlnValCysHisThrThrValProTrpValAsnAspSerLeuAla 

. multidot . . multidot . . multidot . 

multidot . 

ProAspTrpAspAsnMetThrTrpGlnGluTrpGluLysGlnVal 

.multidot. .multidot. .multidot. 

multidot. .multidot. 

ArgTyrLeuGluAlaAsnlleSerLysSerLeuGluGlnAlaGln 

1900 .multidot. .multidot. 

IleGlnGlnGluLysAsnMetTyrGluLeuGlnLysLeuAsnSer 



.multidot 



.multidot. .multidot. 

TrpAspIlePheGlyAsnTrpPheAspLeuThrSerTrpValLys 



.multidot. 2000 .multidot, .multidot. 

TyrlleGlnTyrGlyValLeuIlelleValAlaVallleAlaLeu 

.multidot, .multidot. .multidot, 

.multidot, .multidot. 

Argil eVallleTyrValValGlnMetLeuSerArgLeuArgLys 

.multidot. .multidot. 2100 .multidot. 

GlyTyrArgProValPheSerSerProProGlyTyrlleGlnGln 

IleEisIleEisLysAspArgGlyGlnProAlaAsnGluGluThr 

.multidot. .multidot. .multidot. 2200 

GluGluAspGlyGlySerAsnGlyGlyAspArgTyrTrpProTrp 

.multidot. .multidot, .multidot. 

.multidot. .multidot. 

ProIleAlaTyrlleHisPheLeuIleArgGlnLeuIleArgLeu 

.multidot. .multidot. .multidot. 

.multidot. 

LeuThrArgLeuTyrSerlleCysArgAspLeuLeuSerArgSer 

2300 .multidot. .multidot. .multidot. 

.multidot . 

PheLeuThrLeuGlnLeuIleTyrGlnAsnLeuArgAspTrpLeu 

.multidot. .multidot. .multidot. 

.multidot. 

ArgLeuArgThrAlaPheLeuGlnTyrGlyCysGluTrpIleGln 

.multidot. 2400 .multidot. .multidot. 

.multidot. 

GluAlaPheGlnAlaAlaAlaArgAlaThrArgGluThrLeuAla 

.multidot. .multidot, .multidot. 

, multidot . 

GlyAlaCysArgGlyLeuTrpArgValLeuGluArglleGlyArg 

.multidot. .multidot. 2500 .multidot. 

. multidot . 

GlylleLeuAlaValProArgArglleArgGlnGlyAlaGluIle 

.multidot. .multidot. .multidot. 

.multidot, 

AlaLeuLeu-'^^^GlyThrAlaValSerAlnGlyArgLeuTyrGlu 

.multidot. .multidot. .multidot. 2600 

.multidot. 

TyrSerMetGluGlyProSerSerArgLysGlyGluLysPheVal 

.multidot. .multidot. .multidot. 

. multidot . 

GlnAlaThrLysTyrGly 

.multidot. .multidot. 

35. The nucleic acid of anyone of claims 28 to 34 which is formed a 
recombinant nucleic acid comprising a nucleic acid from a vector and in 
which said cDNA or part of said cDNA is inserted. 

36. The recombinant nucleic acid of claim 35 which is labelled. 

37. A process for the detection of HIV-2 retrovirus or of its RNA in a 
biological liquid or tissue, particularly for the in vitro diagnosis in 
man of the potentiality or existence of LAS or of AIDS, which comprises 
contacting nucleic acids contained in said biological liquid or tissue 
with a probe containing a nucleic acid according to anyone of claims 28 
to 36 under stringent hybridization conditions for the time necessary 
for said hybridization to occur, washing the hybrids formed with a 
solution ensuring the preservation of said stringent conditions, and 
detecting the hybride formed. 

38. A process for the production of HIV-2 retrovirus which comprises 
culturing human T4 lymphocytes or permanent cell lines derived from said 
T4 lymphocytes and carrying the T4 phenotype, which lymphocytes or cell 
lines had previously been infected with an isolate of HIV-2 virus and, 
particularly when the level of reverse transcriptase activity has 
reached a determined threshold, recovering and purifying the amounts of 



particularly by differential centri f ugation in a gradient of sucrose or 
metrizamide . 

39. A process for the production of specific antigen of HIV-2 retrovirus 
which comprises lysing, particularly by means of detergent such as SDS 
(for instance 0.1% SDS in a RIPA buffer) and recovering the lysate 
containing said antigens; 

40. Process for the production of one of the above defined proteins 
(pl2, pl6 or p26) or of a protein having the structure of gpl40 or of 
determined parts of said proteins, which process comprises inserting the 
corresponding nucleic acid sequence in a vector capable of transforming 
an appropriate host , enabling the expression of an insert containing in 
said vector, transforming said host by said vector which comprises the 
said nucleotidic sequence, culturing the transformed cell lines host, 
recovering and purifying the expressed protein. 

41. Process for the production of a hybridization probe for the 
detection of the RNA of HIV-2 retrovirus which comprises a DNA sequence, 
particularly according to anyone of claims 27 to 35, in a cloning vector 
by in vitro recombination, cloning the modified vector obtained in a 
competent cellular host, and recovering the DNA-recombinants obtained. 
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DOCUMENT TYPE: Utility; APPLICATION. 
CAS INDEXING IS AVAILABLE FOR THIS PATENT. 
CLM What is claimed is: 

1. HIV-2 retrovirus or variance of this virus, which retrovirus has 
infectious properties with respect to human T4 lymphocytes and the 
essential morphological and immunological properties of any of the 
retroviruses deposited at the CNCM under N° 1-502, 1-532, 1-642 
and 1-643. 

2. The purified retrovirus of claim 1 which possesses the following 
properties: the preferred target for the HIV-2 retrovirus consists of 
human Leu 3 cells {or T4 lymphocytes) and for permanent cell lines 
derived of said T4 lymphocytes; it is cytotoxic for the human T4 
lymphocytes which it infects; it has a reverse transcriptase 
activity which requires the presence of Mg2+ ions and has a strong 
affinity for poly adenylate oligodeoxythymidylate (poly (A) -oligo (dT) 
12-18) it has a density of approximately 1.16 in a sucrose gradient; 

it has a mean diameter of 140 nanometers and a core having mean diameter 
of 41 nanometers it can be cultivated in permanent cell lines 
expressing the T4 protein; it is not infectious in T8 lymphocytes the 
lysates of this virus contain p26 protein which does not crossreact 
immunologically with p24 protein of the HTLV-1 virus or of the HTLV-2 ; 
said lysates further contain p-16 protein which is not recognized 
immunologically by pi 9 protein of HTLV-1 or of HTLV-2 in 
radioimmunoprecipitation assays; said lysates further contain an 
envelope glycoprotein having a molecular weight of the order of 130,000- 
140,000 which does not crossreact immunologically with gpllO of HTLV-1 
retrovirus ; said lysates further contain a molecule which can be 
labelled by 35s-cystein, having an apparent molecular weight of 
about 36,000; the genomic RNA of HIV-2 hybridizes neither with the 
genomic RNA, nor with the EhV qene, nor with the LTRs of HIV-1 under 
stringent conditions; the genomic RNA of HIV-2 hybridizes weakly under 
non-stringent conditions with nucleotide sequences of the GAG region of 
the HIV-1 genome. 



having an apparent molecular weight of 42,000-45,000. 

4. The retrovirus of any of claims 1 to 3, wherein the nucleotidic 
sequence of its genomic RNA which comprises the R region and the U3 
region also comprises a nucleotidic sequence which corresponds with the 
following nucleotide sequence: 

GTGGAAGGCGAGACTGAAAGCAAGAGGAATACCATTTAGTTAAAGGACAG 
GAACAGCTATACTTGGTCAGGGCAGGAAGTAACTAACAGAAACAGCTGAG 
ACTGCAGGGACTTTCCAGAAGGGGCTGTAACCAAGGGAGGGACATGGGAG 
GAGCTGGTGGGGAACGCCTCATATTCTCTGTATAATATACCCGCTGCTTG 
CATTGTACTTCAGTCGCTCTGCGGAGAGGCTGGCAGATTGAGCCCTGGAG 
GATCTCTCCAGCACTAGACGGATGAGCCTGGGTGCCCTGCTAGACTCTCA 
CCAGCACTTGGCCGGTGCTGGCAGACGGCCCCACGCTTGCCTGCTTAAAA 
ACCTTCCTTAATAAAGCTGCAGTAGAAGCA 

5. The retrovirus of anyone of claims 1 to 4 whose genomic RNA also 
contains a GAG sequence which corresponds with the following nucleotide 
sequence 

ATGGGCGCGAGAAACTCCGTCTTGAGAGGGAAAAAAGCAGATGAA 

TTAGAAAGAATCAGGTTACGGCCCGGCGCAAAGAAAAAGTACAGG 

+ + 

CTAAAACATATTGTGTGGGCAGCGAATAAATTGGACAGATTCGGA 
100 * . * * 

TTAGCAGAGAGCCTGTTGGAGTCAAAAGAGGGTTGTCAAAAAATT 

CTTACAGTTTTAGATCCAATGGTACCGACAGGTTCAGAAAATTTA 

* 200 * * 

AAAAGTCTTTTTAATACTGTCTGCGTCATTTGGTGCATACACGCA 

* -k -k it 

GAAGAGAAAGTGAAAGATACTGAAGGAGCAAAACAAATAGTGCGG 

* * 300 * 

AGACATCTACTGGCAGAAACAGGAACTGCAGAGAAAATGCCAAGC 

ACAAGTAGACCAACAGCACCATCTAGCGAGAAGGGAGGAAATTAC 
+ * * 400 

CCAGTGCAACATGTAGGCGGCAACTACACCCATATACCGCTGAGT 

CCCCGAACCCTAAATGCCTGGCTAAAATTAGTAGACGAAAAAAAG 
*■ * * * 

TTCGGCGCAGAAGTAGTGCCAGGATTTCAGGCACTCTCAGAAGGC 
500 * * . + + 

TGCACGCCCTATGATATCAACCAAATGCTTAATIUTGTGGGCCAC 
*■ * * * 

CAT CAAGCAGCCATGCAGAT AATCAGGGAGAT T ATCAATGAGGAA 

* 600 + + * 

GCAGCAGAATGGGATGTGCAACATCCAATACCAGGCCCCTTACCA 
+ * * * 

GCGGGGCAGCTTAGAGAGCCAAGGGGATCTGACATAGCAGGGACA 

* * 700 * + 

ACAAGCACAGTAGAAGAACAGATCCAGTGGATGTTTAGGCCACAA 

AATCCTGTACCAGTAGGAAACATCTATAGAAGATGGATCCAGATA 
k k k 800 * 



GGATTGCAGAAGTGTGTCAGGATGTACAACCCGACCAACATCCTA 
* * * * 



CACATAAAACAGGGACCAAAGGAGCCCTTCCAAAGCTATGTAGAT 
*• + * * 900 

AGATTCTACAAAAGCTTGAGGGCAGAACAAACAGATCCAGCAGTG 
AAGAATTGGATGACCCAAACACTGCTAGTACAAAATGCCAACCCA 
GACTGTAAATTAGTGCTAAAAGGACTAGGGATGAACCCTACCTTA 

1000 4r -k -k 

GAAGAGATGCTGACCGCCTGTCAGGGGGTAGGTGGGCCAGGCCAG 

* * *• -t + 

AAAGCTAGATTAATGGCAGAGGCCCTGAAAGAGGTCATAGGACCT 

* 1100 * * 

GCCCCTATCCCATTCGCAGCAGCCCAGCAGAGAAAGCCATTTAAA 

T GCT GGAACT GTGGAAAGGAAGGGCACTCGGCAAGAC AATGCCGA 

* * 1200 * 

GCACCTACAAGGCAGGGCTGCTGGAAGTCTGGTAAGCCACGACAC 
*• * * *• * 

ATCATCACAAACTGCCCAGATAGACAGGCAGGTTTTTTAGGACTG 

* * 1300 

GGCCCTTGGGGAAAGAAGCCCCGCAACTTCCCCGTGGCCCAAGTT 

CCGCAGCGGCTGACACCAACAGCACCCCCAGTGGATCCAGCACTG 

GATCTACTGGAGA7\ATATATGCAGCAAGGGAAAAGACAGAGAGAG 
1400 + * * * 

CAGAGAGAGAGACCATACAACGAACTCACAGAGGACTTACTGCAC 

CTCGAGCAGGGGGAGACACCATACAGGGAGCCACCAACAGAGGAC 

* 1500 * * * 

TTGCTGCACCTCAATTCTCTCTTTGGAAAAGACCAG 

* *■ * 

6. The retrovirus of anyone of claims 1 to 5 whose genomic RNA contains 
an ENV sequence which corresponds with the following nucleotide 
sequence : 

ATGATGAATCAGCTGCTTATTGCCATTTTATTAGCTAGTGCTTGC 

* * * * 

TTAGTATATTGCACCCAATATGTAACTGTTTTCTATGGCGTACCC 
****** 

ACGTGGAAAAATGCAACCATTCCCCTCTTTTGTGCAACCAGAAAT 
100 * * 

AGGGATACTTGGGGAACCATACAGTGCTTGCCTGACAATGATGAT 
****** 

TATCAGGAAATAACTTTG/\ATGTAACACAGGCTTTTGATGCATGG 

200 * * 

AATAATACAGTAACAGAACAAGCAATAGAAGATGTCTGGCATCTA 

* + * *. 

TTCGAGACATCAATAAAACCATGTGTCAAACTAACACCTTTATGT 
* * 300 * 

GTAGCAATGAAATGCAGCAGCACAGAGAGCAGCACAGGGAACAAC 

ACAACCTCAAAGAGCACAAGCACAACCACAACCACACCCACAGAC 

* * * 400 



CAGGAGCAAGAGATAAGTGAGGATACTCCATGCGCACGCGCAGAC 



AATATGACAGGATTAGAAAGAGATAAGAAAAAACAGTATAATGAA 

500 * + * 

ACATGGTACTCAAAAGATGTGGTTTGTGAGACA7\ATAATAGCACA 

* *■ + * 

AATCAGACCCAGTGTTACATGAACCATTGCAACACATCAGTCATC 

* 600 * * * 

ACAGAATCATGTGACAAGCACTATTGGGATGCTATAAGGTTTAGA 

TACTGTGCACCACCGGGTTATGCCCTATTAAGATGTAATGATACC 

* 700 * * 

AATTATTCAGGCTTTGCACCCAACTGTTCTAAAGTAGTAGCTTCT 

ACATGCACCAGGATGATGGAAACGCAAACTTCCACATGGTTTGGC 

* * * 800 * 

T T T AATGGCACT AGAGCAGAGAAT AGAACAT AT AT CT AT T GGCAT 
+ * *■ * 

GGCAGAGATAATAGAACTATCATCAGCTT/\AACAAATATTATAAT 

* * * 900 

CTCAGTTTGCATTGTAAGAGGCCAGGGAATAAGACAGTGAAACAA 

*■ * 4r *• 

ATAATGCTTATGTCAGGACATGTGTTTCACTCCCACTACCAGCCG 

ATCAATAAAAGACCCAGACAAGCATGGTGCTGGTTCAAAGGCAAA 
1000 -Ir * * 

TGGAAAGACGCCATGCAGGAGGTGAAGACCCTTGCAAAACATCCC 

AGGTATAGAGGAACCAATGACACAAGGAATATTAGCTTTGCAGCG 

* 1100 + * 

CCAGGAAAAGGCTCAGACCCAGAAGTAGCATACATGTGGACTAAC 

TGCAGAGGAGAGTTTCTCTACTGCAACATGACTTGGTTCCTCAAT 

* * 1200 * 

TGGATAGAGAATAAGACACACCGCAATTATGCACCGTGCCATATA 

* ■ * -k * * 

AAGCAAATAATTAACACATGGCATAAGGTAGGGAGAAATGTATAT 

* * * 1300 

TTGCCTCCCAGGGAAGGGGAGCTGTCCTGCAACTCAACAGTAACC 
AGCATAATTGCTAACATTGACTGGCAAAACAATAATCAGACAAAC 
ATTACCTTTAGTGCAGAGGTGGCAGAACTATACAGATTGGAGTTG 

1400 * + * 

GGAGATTATAAATTGGTAGAAATAACACCAATTGGCTTCGCACCT 

ACAAAAGAAAAAAGATACTCCTCTGCTCACGGGAGACATACAAGA 
1500 * * * 

GGTGTGTTCGTGCTAGGGTTCTTGGGTTTTCTCGCAACAGCAGGT 

TCTGCAATGGGCGCTCGAGCGTCCCTGACCGTGTCGGCTCAGTCC 

* * 1600 * * 

CGGACTTTACTGGCCGGGATAGTGCAGCAACAGCAACAGCTGTTG 
*■ * *■ ★ 

GACGTGGTCAAGAGAC7\ACAAGAACTGTTGCGACTGACCGTCTGG 

* * * 1700 * 



GGAACGAAAAACCTCCAGGCAAGAGTCACTGCTATAGAGAAGTAC 



CTACAGGACCAGGCGCGGCTAAATTCATGGGGATGTGCGTTTAGA 
+ + + * 1800 

CAAGTCTGCCACACTACTGTACCATGGGTTAATGATTCCTTAGCA 

CCTGACTGGGACAATATGACGTGGCAGGAATGGGAAAAACAAGTC 

CGCTACCTGGAGGCAAATATCAGTAAAAGTTTAGAACAGGCACAA 
1900 * * * 

ATTCAGCAAGAGAAAAATATGTATGAACTACAAAAATTAAATAGC 

TGGGATATTTTTGGCAATTGGTTTGACTTAACCTCCTGGGTC7\AG 

* 2000 * * 

TATATTCAATATGGAGTGCTTATAATAGTAGCAGTAATAGCTTTA 
+ -If * * * 

AGAATAGTGATATATGTAGTACAAATGTTAAGTAGGCTTAGAAAG 

* * 2100 * 

GGCTATAGGCCTGTTTTCTCTTCCCCCCCCGGTTATATCCAACAG 

ATCCATATCCACAAGGACCGGGGACAGCCAGCCAACGAAGAAACA 

* * * 2200 

GAAGAAGACGGTGGAAGCAACGGTGGAGACAGATACTGGCCCTGG 

*■ *■ St- 

GCGATAGCATATATACATTTCCTGATCCGCCAGCTGATTCGCCTC 

TTGACCAGACTATACAGCATCTGCAGGGACTTACTATCCAGGAGC 
2300 * * * * 

TTCCTGACCCTCCAACTCATCTACCAGAATCTCAGAGACTGGATG 

* St * * 

AGACTTAGAACAGCCTTCTTGCAATATGGGTGCGAGTGGATCCAA 

^ 2400 + * 

GAAGCATTCCAGGCCGCCGCGAGGGCTACAAGAGAGACTCTTGCG 

* * *■ * 

GGCGCGTGCAGGGGCTTGTGGAGGGTATTGGAACGAATCGGGAGG 

* * 2500 * * 

GGAATACTCGCGGTTCCAAGAAGGATCAGACAGGGAGCAGAAATC 
*- * ★ * 

GCCCTCCTGTGAGGGACGGCAGTATCAGCAGGGAGACTTTATGAA 

* * * 2600 * 

TACTCCATGGAAGGACCCAGCAGCAGAAAGGGAGAAAAATTTGTA 



CAGGCAAC7\AAATATGGA 

7. The retrovirus of anyone of claims 1 to 6 whose RNA virtually 
hybridizes neither with the ENV gene and the LTR close to it, 
particularly with the nucleotide sequence 5290-9130 of MTV-1, nor with 
the sequences of the POL region of the HIV-1 genome, particularly with 
the nucleotide sequence 2170-2240 of HIV-1. 

8. A composition comprising at least one antigen, particularly a protein 
or glycoprotein of HIV-2 virus according to anyone of claims 1 to 7 . 

9. The composition of claim 8 which consists of total extract or lysate 
of said retrovirus. 

10. The composition of claim 8 wherein said antigen consists of at least 
one of the internal core proteins of said virus, particularly pl2, pl6 
and p26, which have apparent molecular weight of the order of 12,000, 
16,000 and 26,000. 

11. The composition of claim 8, characterized in that it contains a 
gpl40 glycoprotein having an apparent molecular weight of about 
130,000-140,000. 



12. An antigen which provides a single bound in electrophoresis on a 
polyacrylamid gel which comprises, in common with one of the purified 
antigens of HIV-2 retrovirus, an epitope that is recognized by the serum 
of a carrier of antibody against HIV-2. 

13. A purified antigen having the immunological characteristics of one 
of the following proteins or glycoproteins of HIV-2: pl2, pl6, p26, p36, 
p42 and gpl4 0. 

14. An antigen of claim 13 which has the following aminoacid sequence or 
a part of said sequence recognized by anti-pl2 antibodies: 

ArgLysAlaPheLys 
*■ * 

CysTrpAsnCysGlyLysGluGlyHisSerAlaArgGlnCysArg 
■k + 1200 * 

Al a ProAr gArgGlnGl yCysTrpLysCysCl yLys ProGl yHi s 

*■ + * * 

IleMetThrAsnCysProAspArgGlnAlaGlyPheLeuGlyLeu 

* * * . 1300 

GlyProTrpGlyLysLysProArgAsnPheProValAlaGlnVal 
***** 

ProGlnGlyLeuThrProThrAlaProProValAspProAlaVal 

* * * * 

AspLeuLeuGluLysTyrMetGlnGlnGlyLysArgGlnArgGlu 
1400 , * * * . * 

GlnArgGluArgProTyrLysGluValThrGluAspLeuLeuHis 

* * * * 

LeuGluGlnGlyGluThrProTyrArgGluProProThrGluAsp 

* 1500 * * 

LeuLeuHisLeuAsnSerLeuPheGlyLysAspGln 

15. An antigen of claim 13 which has the following aminoacid sequence or 
a part of said sequence recognized by anti-pl6 antibodies: 

MetGlyAlaArgAsnSerValLeuArgGlyLysLysAlaAspGlu 

* * * * 

LeuGluArglleArgLeuArgProGlyGlyLysLysLysTyrArg 
***** 

LeuLysHisIleValTrpAlaAlaAsnLysLeuAspArgPheGly 
100 * * * 

LeuAlaGluSerLeuLeuGluSerLysGluGlyCysGlnLysIle 

* * * * + 

LeuThrValLeuAspProMetValProThrGlySerGluAsnLeu 

* 200 * * 

LysSerLeuPheAsnThrValCysVallleTrpCysIleHisAla 
***** 

GluGl uLysVa 1 LysAspThrGluGl yAl aLysGl nl 1 eValArg 

* 300 * 

ArgHisLeuValAlaGluThrGlyThrAlaGluLysMetProSer 
***** 

ThrSerArgProThrAlaProSerSerGluLysGlyGlyAsnTyr 

16. An antigen of claim 13 which has the following aminoacid sequence or 
a part of said sequence recognized by anti-p26 antibodies: 

ProValGlnHisValGlyGlyAsnTyrThrHisIleProLeuSer 
***** 

ProArgThrLeuAsnAlaTrpValLysLeuValGluGluLysLys 

* * * * 



PheGlyAlaGluValValProGlyPheGlnAlaLeuSerGluGIy 
500 * * * * 



HisGluAlaAlaMetGlnPhelleArgGluIlelleAsnGluGlu 
+ 600 * * • 

AlaAlaGluTrpAspValGlnHisProIleProGlyProLeuPro 



AlaGlyGlnLeuArgGluProArgGlySerHisIleAlaGlyThr 
+ -it 700 * * 

ThrSerThrValGluGluGlnlleGlnTrpMetPheArgProGln 

AsnProValProValGlyAsnlleTyrArgArgTrpIleGlnlle 
■V * * 800 * 

GlyLeuGlnLysCysValArgMetTyrAsnProThrAsnlleLeu 

AspIleLysGlnGlnProLysGluProPheGlnSerTyrValAsp 
* * * * 900 

ArgPheTyrLysSerLeuArgAlaGluGlnThrAspProAlaVal 



LysAsnTrpMetThrGlnThrLeuLeuValGlnAsnAlaAsnPro 
***** 



AspCysLysLeuValLeuLysGlyLeuGlyMetAsnProThrLeu 
1000 * * * 

GluGluMetLeuThrAlaCysGlnGlyValGlyGlyProGlyGln 
* * _ * * 

LysAl aArgLeuMet Al aGl uAl aLeuLysGluVal I 1 eGl y Pro 
* 1100 * 

AlaProIleProPheAlaAlaAlaGlnGln 



17. An antigen of claim 13 which has the following aminoacid sequence or 
a part of said sequence recognized by anti-gpl40 antibodies: 

MetMetAsnGlnLeuLeuIleAlalleLeuLeuAlaSerAlaCys 



LeuValTyrCysThrGlnTyrValThrValPheTyrGlyValPro 
***** 

ThrTrpTysAsnAlaThrlleProLeuPheCysAlaThrArgAsn 
100 * * * 

ArgAspThrT rpGl yThr II eGl nCysLeu ProAspAsnAspAsp 
***** 



TyrGlnGluIleThrLeuAsnValThrGluAlaPheAspAlaTrp 
* 200 * * 

AsnAsnThrValThrGluGlnAlalleGluAspValTrpHisLeu 
***** 



PheGluThrSerlleLysProCysValLysLeuThrProLeuCys 
* * 300 * 



ValAlaMetLysCysSerSerThrGluSerSerThrClyAsnAsn 



ThrThr.SerLysSerThrSerThrThrThrThrThrProThrAsp 
* * * 400 

GlnGluGlnGluIleSerGluAspThrProCysAiaArgAlaAsp 
***** 



AsnCysSerGlyLeuGlyGluGluGluThrlleAsnCysGlnPhe 

* * * * 

AsnMetThrGlyLeuGluArgAspLysLysLysGlnTyrAsnGlu 
500 * * * * 

ThrTrpTyrSerLysAspValValCysGluThrAsnAsnSerThr 

* * * * 



AsrGlnThrGlnCysTyrMetAsnHisCysAsnThrSerVallle 



ThrGluSerCysAspLysHisTyrTrpAspAlalleArgPheArg 



TyrCysAlaProProGlyTyrAlaLeuLeuArgCysAsnAspThr 

* * 700 * * 

AsnTyrSerGlyPheAlaProAsnCysSerLysValValAlaSer 

ThrCysThrArgMetMetGluThrGlnThrSerThrTrpPheGly 

* * * 800 * 

PheAsnGlyThrArgAlaGluAsnArgThrTyrlleTyrTrpHis 
+ + + 

GlyArgAspAsnAlaThrllelleSerLeuAsnLysTyrTyrAsn 

* * * * 900 

LeuSerLeuHisCysLysArgProGlyAsnLysThrValLysGln 

■*r * *■ * 

IleMetLeuMetSerGlyHisValPheHisSerHisTyrGlnPro 



IleAsnLysArgProArgGlnAlaTrpCysTrpPheLysGlyLys 
1000 ' * * * 

TrpLysAspAlaMetGlnGluValLysThrLeuAlaLysHisPro 

* * . * 4- 

ArgTyrArgGl yThr AsnAspThr ArgAsnl 1 eSer PheAl aAl a 
* 1100 * . * 

ProGlyLysGlySerAspProGluValAlaTyrMetTrpThrAsn 



CysArgGlyGluPheLeuTyrCysAsnMetThrTrpPheLeuAsn 

* * 1200 * 

TrpIleGluAsnLysThrHisArgAsnTyrAlaProCysHisIle 

LysGlnllelleAsnThrTrpHlsLysValGlyArgAsnValTyr 

* * * 1300 

LeuProProArgGluGlyGluLeuSerCysAsnSerThrValThr 
SerllelleAlaAsnlleAsnTrpGlnAsnAsnAsnGlnThrAsn 

■ir -k -k * 



IleThrPheSerAlaGluValAlaGluLeuTyrArgLeuGluLeu 
1400 * + ★ * 

GlyAspTyrLysLeuValGluIleThrProIleGlyPheAlaPro 

ThrLysGluLysArgTyrSerSerAlaHisGlyArgHisThrArg 

* 1500 * * + 

GlyValPheValLeuGlyPheLeuGlyPheLeuAlaThrAlaGly 

SerAlaSerGlyAlaArgAlaSerLeuThrValSerAlaGlnSer 

* + 1600 * * 

ArgThrLeuLeuAlaGlylleValGlnGlnGlnGlnGlnLeuLeu 

AspValValLysArgGlnGlnGluLeuLeuArgLeuThrValTrp 

* * * 1700 * 

GlyThrLysAsnLeuGlnAlaArgValThrAlalleGluLysTyr 



LeuGlnAspGlnAlaArgLeuAsnSerTrpGlyCysAlaPheArg 
* * * * 1800 

GlnValCysHisThrThrValProTrpValAsnAspSerLeuAla 



ProAspTrpAspAsnMetThrTrpGlnGluTrpGluLysGlnVal 



ArgTyrLeuGluAlaAsnlleSerLysSerLeuGluGlnAlaGln 
1900 * -k * 

IleGlnGlnGluLysAsnMetTyrGluLeuGlnLysLeuAsnSer 
+ *■ *■ * * 

TrpAspIlePheGlyAsnTrpPheAspLeuThrSerTrpValLys 

* 2000 * * 

TyrlleGlnTyrGlyValLeuIlelleValAlaVallleAlaLeu 
+ * * *■ 

ArglleVallleTyrValValGlnMetLeuSerArgLeuArgLys 

* * 2100 * 

GlyTyrArgProValPheSerSerProProGlyTyrlleGlnGln 

IleHisIleHisLysAspArgGlyGlnProAlaAsnGluGluThr 

* * + 2200 

GluGluAspGlyGlySerAsnGlyGlyAspArgTyrTrpProTrp 

* * *• -t -t 

ProIleAlaTyrlleHisPheLeuIleArgGlnLeuIleArgLeu 

* * + * 

LeuThrArgLeuTyrSerlleCysArgAspLeuLeuSerArgSer 
2300 + * * * 

PheLeuThrLeuGlnLeuIleTyrGlnAsnLeuArgAspTrpLeu 

* * * * 

ArgLeuArgThrAlaPheLeuGlnTyrGlyCysGluTrpIleGln 

* 2400 * -k -k 

Gl uAl a PheGl nAl aAl aAl aArgAl aThrArgGluThrLeuAla 

GlyAlaCysArgGlyLeuTrpArgValLeuGluArglleGlyArg 

* * 2500 * '* 

GlylleLeuAlaValProArgArglleArgGlnGlyAlaGluIle 

* * * * 

AlaLeuLeu. star , .star. . star . GlyThrAlaValSerAlaGlyArgLeuTyrGlu 

* * * 2600 * 

TyrSerMetGluGlyProSerSerArgLysGlyGluLysPheVal 

GlnAlaThrLysTyrGly 

* * 

18. A method for the in vitro detection of the presence of antibodies 
against anti-HIV-2 in a biological liquid, such as a serum, more 
particularly for the in vitro diagnosis of a potential or existing LAS 
or AIDS caused by HIV-2 type retrovirus, which comprises contacting a 
serum or other biological medium from the person to be diagnosed with a 
composition according to anyone of claims 8 to 11 or with an antigen 
according to anyone of claims 12 to 17, detecting the immunological 
conjuguate possibly formed between said anti-HIV-2-antibodies and the 
antigen or antigens used. 

19. The method of claim IB which comprises achieving the detection of 
said immunological conjuguate by reacting said immunological conjuguate 
possibly formed with a labelled reagent formed either by human 
antiimmunogiobulin-antibodies or of a bacterial A protein, and by 
detecting the complexe formed between the reagent and said immunological 
conj uguate . 

20. Kit for the detection of anti-HIV-2-antibodies in a biological 
fluid, particularly of a person possibly carrying such antibodies, which 
comprises: a composition such as defined in anyone of claims 8 to 11 or 
an antigen such as defined in any of claims 12 to 17; and means for 
detecting the immunological complexe resulting from the immunological 
reaction between the antigen and said biological fluid. 

21. The kit of claim 21, whose means for detecting the immunological 
complexe formed comprises human anti-immunoglobulins or a protein A and 
a means for detecting the complexe formed between the anti-HIV-2 
antibodies contained in the detected immunological conjuguate. 



HIV-2 retrovirus, such as gpl40 of said retrovirus, or part of said 
glycoprotein, in association with a pharmaceutically acceptable vehicle 
appropriate for the constitution of vaccines effective against HIV-2. 

23. The composition of claim 22 which contains at least part of an 
immunogenic glycoprotein comprising the proteic backbone having the 
following sequence: 

ENVRN 

MetMetAsnGlnLeuLeuIleAlalleLeuLeuAlaSerAlaCys 



LeuValTyrCysThrGlnTyrValThrValPheTyrGlyValPro 

*■ * + 

ThrTrpLysAsnAlaThrlleProLeuPheCysAlaThrArgAsn 
100 * * V 

ArgAspThrTrpGlyThrlleGlnCysLeuProAspAsnAspAsp 
*f * *■ * 4. 

TyrGlnGluIleThrLeuAsnValThrGluAlaPheAspAlaTrp 

* 200 * * 

AsnAsnThrValThrGluGlnAlalleGluAspValTrpHisLeu 

PheGluThrSerlleLysProCysValLysLeuThrProLeuCys 

* + 300 * 

ValAlalleLysCysSerSerThrGluSerSerThrGlyAsnAsn 



ThrThrSerLysSerThrSerThrThrThrThrThrProThrAsp 
* * * 400 

GlnGluGlnGluIleSerGluAspThrProCysAlaArgAlaAsn 

* * *■ * 4- 



AsnCysSerGlyLeuGlyGluGluGluThrlleAsnCysGlnPhe 

* -k -k -k 



AsnMetThrGlyLeuGluArgAspLysLysLysGlnTyrAsnGlu 
500 * * * * 

ThrTrpTyrSerLysAspValValCysGluThrAsnAsnSerThr 

AsnGlnThrGlnCysTyrMetAsnHisCysAsnThrSerVallle 
* 600 + * + 



ThrGluSerCysAspLysHisTyrTrpAspAlalleArgPheArg 



TyrCysAlaProProGlyTyrAlaLeuLeuArgCysAsnAspThr 

* * 700 * * 

AsnTyrSerGlyPheAlaProAsnCysSerLysValValAlaSer 

ThrCysThrArgMetMetGluThrGlnThrSerThrTrpPheGly 

* * * 800 * 



PheAsnGlyThrArgAlaGluAsnArgThrTyrlleTyrTrpHis 
* * + * 



GlyArgAspAsnArgThrllelleSerLeuAsnLysTyrTyrAsn 
* * * * 900 

LeuSerLeuHisCysLysArgProGlyAsnLysThrValTysGln 
+ + * * 

IleMetLeuMetSerGlyHisValPheHisSerHisTyrGlnPro 



IleAsnLysArgProArgGlnAlaTrpCysTrpPheLysGlyLys 
1000 * * * 

TrpLysAspAlaMetGlnGluValLysThrLeuAlaLysHisPro 



ArgTyrArgGlyThrAsnAspThrArgAsnlleSerPheAlaAla 
* 1100 * * 



ProGlyLysGlySerAspProGluValAlaTyrMerTrpThrAsn 
***** 



CysArgGlyGluPheLeuTyrCysAsnMetThrTrpPheLeuAsn 

* * 1200 * 

TrpIleGluAsnLysThrHisArgAsnTyrAlaProCysHisIle 
***** 

LysGlnllelleAsnThrTrpHisLysValGlyArgAsnValTyr 

* -^^ * 1300 

LeuProProArgGluGlyGluLeuSerCysAsnSerThrValThr 
***** 

SerllelleAlaAsnll e As pT r pG 1 nAs n As n As nG 1 nT h r As n 

* * * * 

IleThrPheSerAlaGluValAlaGluLeuTyrArgLeuGluLeu 
1400 * * * * 

GlyAspTyrLysLeuValGluIleThrProIleGlyPheAlaPro 

ThrLysGluLysArgTyrSerSerAlaHisGlyArgHisThrArg 

* 1500 * * * 

GlyValPheValLeuGlyPheLeuGlyPheLeuAlaThrAlaGly 

* * * * 

SerAlaMetGlyAlaArgAlaSerLeuThrValSerAlaGlnSer 

* * 1600 * * 

ArgThrLeuLeuAlaGlylleValGlnGlnGlnGlnGlnLeuLeu 

* * * * 

AspValValLysArgGlnGlnGluLeuLeuArgLeuThrValTrp 

* * * X700 * 

GlyThrLysAsnLeuGluAlaArgValThrAlalleGluLysTyr 

* * * 

LeuGlnAspGlnAlaArgLeuAsnSerTrpGlyCysAlaPheArg 

* * * * 1800 

GluValCysHisThrThrValProTrpValAsnAspSerLeuAla 

* * * * 

ProAspTrpAspAsnMetThrTrpGluGluTrpGluLysGlnVal 

* * * ■ * * 

ArgTyrLeuGluAlaAsnlleSerLysSerLeuGluGlnAlaGln 
1900 * * * 

IleGlnGlnGluLysAsnMetTyrGluLeuGlnLysLeuAsnSer 
***** 



TrpAspIlePheGlyAsnTrpPheAspLeuThrSerThrValLys 
* 2000 * * 

TyrlleGlnTyrGlyValLeuIlelleValAlaVallleAlaLeu 
***** 



ArglleVallleTyrValValGlnMetLeuSerArgLeuArgLys 

* * " 2100 * 

GlyTyrArgProValPheSerSerProProGlyTyrlleGlnGln 

IleHisIleHisLysAspArgGlyGlnProAlaAsnGluGluThr 

* * * 2200 

Gl uGl uAspGl yGl ySe r As nGl yGl yAspAr gTy rT rp Pr oT r p 
* * * * * 



ProIleAlaTyrlleHisPheLeuIleArgGlnLeuIleArgLeu 
* * * * 



LeuThrArgLeuTyrSerlleCysArgAspLeuLeuSerArgSer 
2300 * * * * 



PheLeuThrLeuGlnLeuIleTyrGlnAsnLeuArgAspTrpLeu 



* 2400 * + 

GluAlaPheGlnAlaAlaAlaArgAlaThrArgGluThrLeuAla 

Gl yAl aCys ArgGl yLeuTrpArgVa 1 LeuGluArgI 1 eGl yArg 

* * 2500 * * 

Gl y 1 1 eLeuAl a Va 1 ProArgArg 1 1 eArgGl nGl yAl a Gl u II e 

■*• + 

AlaLeuLeu.star. .s.tar. . star . GlyThrAlaValSerAlaGlyArgLeuTyrGlu 

* + * 2600 * 

TyrSerMetGluGlyProSerSerArgLysGlyGluLysPheVal 

* * * * 

GlnAlaThrLysTyrGly 

24. The immunogenic composition of claim 22 or of claim 23 which is 
dosed in antigen in order to enable the administration of a dosage-unit 
of 10 to 500, particularly from 50 to 100 yg/kg of bodyweight. 

25. Monoclonal antibody characterized by its ability, to specifically 
recognize one of the antigens according to anyone of claims 14 to 17. 

26. The secreting hybridomas of the monoclonal antibody of claim 25. 

27. Nucleic acids, optionally labelled, derived of part at least of RNA 
of HIV-2 virus or of one of its variance. 

28. The nucleic acid of claim 27, which contains at least part of the 
cDNA which corresponds with the entire genomic RNA of HIV-2 retrovirus, 

29. The nucleic acid of claim 27, which contains the nucleotide 
sequence : 

GTGGAAGGCGAGACTGAAAGCAAGAGGAATACCATTTAGTTAAAGGACAG 
GAACAGCTATACTTGGTCAGGGCAGGAAGTAACTAACAGAAACAGCTGAG 
ACTGCAGGGACTTTCCAGAAGGGGCTGT7\ACCAAGGGAGGGACATGGGAG 
GAGCTGGTGGGGAACGCCTCATATTCTCTGTAT7\ATATACCCGCTGCTTG 
CATTGTACTTCAGTCGCTCTGCGGAGAGGCTGGCAGATTGAGCCCTGGAG 
GATCTCTCCAGCACTAGACGGATGAGCCTGGGTGCCCTGCTAGACTCTCA 
CCAGCACTTGGCCGGTGCTGGCAGACGGCCCCACGCTTGCCTGCTTAAAA 
ACCTTCCTTAATAAAGCTGCAGTAGAAGCA 

30. The nucleic acid of claim 27, which contains a nucleotidic sequence 
coding for at least part of the aminoacid sequence indicated hereafter: 

GAGRODN 

MetGlyAlaArgAsnSerValLeuArgGlyLysLysAlaAspGlu 

LeuGluArglleArgLeuArgProGlyGlyLysLysLysTyrArg 

* * + * 

LeuLysHisIleValTrpAlaAlaAsnTyrLeuAspArgPheGly 
100 * * St 

LeuAlaGluSerLeuLeuGluSerLysGluGlyCysGlnLysIle 

LeuThrValLeuAspProMetValProThrGlySerGluAsnLeu 

* 200 * * 

LysSerLeuPheAsnThrValCysVallleTrpCysIleHisAla 

* * if *■ * 

GluGluLysValLysAspThrGluGlyAlaLysGlnlleValArg 

* * 300 * 



ArgHisLeuValAlaGluThrGlyThrAlaGluLysMetProSer 



ProValGlnHisValGlyGlyAsnTyrThrHisIleProLeuSer 

ProArgThrLeuAsnAl aTrpVa 1 LysLeuVa IGl uGl uLysLys 
*■ + + + 

PheGlyAlaGluValValProGlyPheGlnAlaLeuSerGIuGly 
500 * * * * 

CysThrProTyrAspIleAsnGlnMetLeuAsnCysValGlyAsp 

* * * + 

HisGlnAlaAlaMetGlnllelleArgGluIlelleAsnGluGlu 

* 600 * * * 

AlaAlaGluTrpAspValGlnHisProIleProGlyProLeuPro 

* * 700 * * 

ThrSerThrValGluGluGluIleGluTrpMetPheArgProGlu 

AsnProValProValGlyAsnlleTyrArgArgTrpIleGluIle 

* * * 800 * 

GlyLeuGlnLysCysValArgMetTyrAsnProThrAsnlleLeu 
+ * * * 

AspIleLysGlnGlyProLysGluProPheGlnSerTyrValAsp 

* * * * 900 

ArgPheTyrLysSerLeuArgAlaGluGlnThrAspProAlaVal 

* * * -(t 

LysAsnTrpMetThrGlnThrLeuLeuValGlnAsnAlaAsnPro 

* * ' + *• * 

AspCysLysLeuValLeuLysGlyLeuGlyMetAsnProThrLeu 
1000 * * * 

GluGluMetLeuThrAlaCysGlnGlyValGlyGlyProGlyGln 

* + ★ 

LysAlaArgLeuMetAlaGluAlaLeuLysGluVallleGlyPro 

* 1100 * ^ 

AlaProIleProPheAlaAlaAlaGlnGlnArgLysAlaPheLys 

-t * * * 

CysTrpAsnCysGlyTyrGl uGlyHi s SerAl aArgGl uCysArg 

* * 1200 * 

AlaProArgArgGlnGlyCysTrpLysCysGlyLysProGlyHls 
****** 

IleMetThrAsnCysProAspArgGlnAlaGlyPheLeuGlyLeu 

* * * 1300 

GlyProTrpGlyLysLysProArgAsnPheProValAlaGlnVal 

* * * * + 

ProGlnGlyLeuThrProThrAlaProProValAspProAlaVal 

* * * + 

AspLeuLeuGluLysTyrMetGlnGlnGlyLysArgGlnArgGlu 
1400 * * + ' *■ 

GlnArgGluArgProTyrLysGluValThrGluAspLeuLeuHis 
+ ★ * + 

LeuGluGlnGlyGluThrProTyrArgGluProProThrGluAsp 

* 1500 * * 

LeuLeuHisLeuAsnSerLeuPheGlyLysAspGln 

31. The nucleic acid of claim 27, which contains a nucleotidic sequence 
coding for at least part of the aminoacid sequence indicated hereafter: 

ArgLysAlaPheLys 



* * 1200 * 

Al a ProArgArgGl nGl yCysTrpLysCysGlyLys ProGl yHi s 

-k *■ . +• * 

1 1 eMetThrAsnCys ProAspArgGlnAlaGlyPheLeuGiyLeu 

* * * 1300 

GlyProTrpGlyLysLysProArgAsnPheProValAlaGlnVal 
+ * * * * 

ProGlnGlyLeuThrProThrAlaProProValAspProAlaVal 
+ * *^ * 

AspLeuLeuGluLysTyrMetGlnGlnGlyLysArgGlnArgGlu 
1400 + ^ * 

GlnArgGluArgProTyrLysGluValThrGluAspLeuLeuHis 
-fc *• ★ * 

LeuGluGlnGlyGluThrProTyrArgGluProProThrGluAsp 

* 1500 * * 
LeuLeuHisLeuAsnSerLeuPheGlyLysAspGln 

32. The nucleic acid of claim 27, which contains a nucleotidic sequence 
coding for at least part of the aminoacid sequence indicated hereafter: 

MetGlyAlaArgAsnSerValLeuArgGlyLysLysAlaAspGlu 
LeuGluArglleArgLeuArg ProGl uGlyLysLysLysTyrArg 

* l*r * * 

Le uLys H i s II eVa 1 T rpAl a Al a As nLys LeuAspArg PheGl y 

100 *. * 

LeuAlaGluSerLeuLeuGluSerLysGluGlyCysGlnLysIle 

LeuThrValLeuAspProMetValProThrGlySerGluAsnLeu 

* 200 * * 
LysSerLeuPheAsnThrValCysVallleTrpCysIleHisAla 

Gl uGluLysVal LysAspThrGl uGl yAl aLysGlnl 1 eValArg 

* * 300 * 
ArgHisLeuValAlaGluThrGlyThrAlaGluLysMetProSer 

ThrSerArgProThrAlaProSerSerGluLysGlyGlyAsnTyr 

* 400 

33. The nucleic acid of claim 21, which contains a nucleotidic sequence 
coding for at least part of the aminoacid sequence indicated hereafter: 

ProValGlnHisValGlyGlyAsnTyrThrHisIleProLeuSer 
***** 

ProArgThrLeuAsnAlaTrpValLysLeuValGluGluLysLys 



PheGlyAlaGluValValProGlyPheGlnAlaLeuSerGluGly 
500 * * -k -k 

CysThrProTyrAspIleAsnGlnMetLeuAsnCysValGlyAsp 
HisGlnAlaAlaMetGlnllelleArgGiuIlelleAsnGluGlu 

■fc gQQ * * * 

AlaAlaGluTrpAspValGlnHisProIleProGlyProLeuPro 

* * *■ -t 

AlaGlyGlnLeuArgGluProArgGlySerAspIleAlaGlyThr 
+ * 700 * * 

ThrSerThrValGluGluGlnlleGlnTrpMetPheArgProGIn 
AspProValProValGlyAsnlleTyrArgArgTrpIleGlnlle 

* * * 800 * 
GlyLeuGlnLysCysValArgMetTyrAsnProThrAsnlleLeu 

AspIleLysGlnGlyProLysGluProPheGlnSerTyrValAsp 

* * * * 900 
ArgPheTyrLysSerLeuArgAlaGluGlnThrAspProAlaVal 

•it * * 

LysAsnTrpMetThrGlnThrLeuLeuValGlnAsnAlaAsnPro 

* *^ + *■ *^ 

AspCysLysLeuValLeuLysGlyLeuGl>^etAsnProThrLeu 

1000 * + 

GluGluMetLeuThrAlaCysGlnGlyValGlyGlyProGlyGln 

LysAl aArgLeuMetAl aGl uAl aLeuLysGluVa 111 eGly Pro 

* 1100 * 

AlaProIleProPheAlaAlaAlaGlnGln 

34. The nucleic acid of claim 27, which contains a nucleotidic sequence 
coding for at least part of the aminoacid seguence indicated hereafter: 

ENYRN 

MetMetAsnGlnLeuLeuIleAlalleLeuLeuAlaSerAlaCys 

LeuValTyrCysThrGlnTyrValThrValPheTyrGlyValPro 
***** 

ThrTrpLysAsnAlaThrlleProLeuPheCysAlaThrArgAsn 
100 * * * 

ArgAspThrTrpGlyThrlleGlnCysLeuProAspAsnAspAsp 

* * * * * 

TyrGlnGluIieThrLeuAsnValThrGluAlaPheAspAlaTrp 

* 200 * * 
AsnAsnThrValThrGluGlnAlalleGluAspValTrpHisLeu 



PheGluThrSerlleLysProCysValLysLeuThrProLeuCys 

* * 300 * 

ValAlaMetLysCysSerSerThrGluSerSerThrGlyAsnAsn 
***** 

ThrThrSerLysSerThrSerThrThrThrThrThrProThrAsp 

* * * 400 

GInGluGlnGluIleSerGluAspThrProCysAlaArgAlaAsp 
***** 

AsnCysSerGlyLeuGlyGluGluGluThrlleAsnCysGlnPhe 

* * * * 

AsnMetThrGlyLeuGluArgAspLysLysLysGlnTyrAsnGlu 
500 * * * * 

ThrTrpTyrSerLysAspValValCysGluThrAsnAsnSerThr 

* 600 * * * 

ThrGluSerCysAspLysHisTyrTrpAspAlalleArgPheArg 

* * * . *■ 

TyrCysAlaProProGlyTyrAlaLeuLeuArgCysAsnAspThr 

* * 700 * * 

AsnTyrSerGlyPheAlaProAsnCysSerLysValValAlaSer 
ThrCysThrArgMetMetGluThrGlnThrSerThrTrpPheGly 

* + 800 * 

PheAsnGlyThrArgAlaGluAsnArgThrTyrlleTyrTrpHis 

* * - * * 

GlyArgAspAsnArgThrllelleSerLeuAsnLysTyrTyrAsn 

* * * * 900 

LeuSerLeuHisCysLysArgProGlyAsnLysThrValLysGln 

* * * * 

IleMetLeuMetSerGlyHisValPheHisSerHisTyrGlnPro 
***** 

IleAsnLysArgProArgGlnAlaTrpCysTrpPheLysGlyLys 
1000 * * * 

TrpLysAspAlaMetGlnGluValLysThrLeuAlaLysHisPro 
***** 

ArgTyrArgGlyThrAsnAspThrArgAsnlleSerPheAlaAla 

* 1100 * * 

ProGlyLysGlySerAspProGluValAlaTyrMetTrpThrAsn 

* * * * *• *. 

CysArgGlyGluPheLeuTyrCysAsnMetThrTrpPheLeuAsn 

* * 1200 * 
TrpIleGluAsnLysThrHisArgAsnTyrAlaProCysHisIle 



LysGlnllelleAsnThrTrpHisLysValGlyArgAsnValTyr 

* * * 1300 
LeuProProArgGluGlyGluLeuSerCysAsnSerThrValThr 

* -Jr * * -t 

SerllelleAlaAsnlleAspTrpGlnAsnAsrAsnGlnThrAsn 

IleThrPheSerAlaGluValAlaGluLeuTyrArgLeuGluLeu 
1400 * * * * 

GlyAspTyrLysLeuValGluIleThrProIleGlyPheAlaPro 
ThrLysGluLysArgTyrSerSerAlaHisGlyArgHisThrArg 

* 1500 ^ * -k 

GlyValPheValLeuGlyPheLeuGlyPheLeuAlaThrAlaGly 

* * * *• 

SerAlaMetGlyAl aArgAlaSerLeuThrValSerAlaGlnSer 

* 1600 * * 

ArgThrLeuLeuAlaGlylleValGlnGlnGlnGlnGlnLeuLeu 
+ * + *■ 

AspValVa ILysArgGl nGl nGl uLeuLeuArgLeuThrVa ITrp 

* * * 1700 * 
GlyThrLysAsnLeuGlnAlaArgValThrAlalleGluLysTyr 

■k -ie * 

LeuGlnAspGlnAlaArgLeuAsnSerTrpGlyCysAlaPheArg 

* * * 1800 

GlnValCysHisThrThrValProTrpValAsnAspSerLeuAla 

* *■ * * 

ProAspTrpAspAsnMetThrTrpGlnGluTrpGluLysGlnVal 

ArgTyrLeuGluAlaAsnlleSerLysSerLeuGluGlnAlaGln 
1900 * * + 

IleGlnGlnGluLysAsnMetTyrGluLeuGlnLysLeuAsnSer 
+ * + + 

TrpAspIlePheGlyAsnAspPheAspLeuThrSerTrpValLys 

* 2000 * + 

TyrlleGlnTyrGlyValLeuIlelleValAlaVallleAlaLeu 

* * + * -Jr 

ArglleVallleTyrValValGlnMetLeuSerArgLeuArgLys 

* * 2100 + 

GlyTyrArgProValPheSerSerProProGli'TyrlleGlnGln 
IleHisIleHisLysAspArgGlyGlnProAlaAsnGluGluThr 

* 4r * 2200 

GluGluAspGlyGlySerAsnGlyGlyAspArgTyrTrpProTrp 



ProIleAlaTyrlleHisPheLeuIleArgGlnLeuLeuArgLeu 



•)r -k -ir it 

LeuThrArgLeuTyrSerlleCysArgAspLeuLeuSerArgSer 
2300 + -fr * * 

PheLeuThrLeuGlnLeuIleTyrGlnAsnLeuArgAspTrpLeu 
*■ + * * 

ArgLeuArgThrAlaPheLeuGlnTyrGlyCysGluTrpIleGln 

2400 * 

GluAlaPheGlnAlaAlaAlaArgAlaThrArgGluThrLeuAla 

* *■ * + 

GlyAlaCysArgGlyLeuTrpArgValLeuGluArglleGlyArg 

* * 2500 * * 

GlylleLeuAlaValProArgArglleArgGlnGlyAlaGlnlle 

* + * *■ 

AlaLeuLeu.star. .star. . star . GlyThrAlaValSerAlaGlyArgLeuTyrGlu 

* * * 2600 * 
TyrSerMetGluGlyProSerSerArgLysGlyGluLysPheVal 



GlnAlaThrLysTyrGiy 

35. The nucleic acid of anyone of claims 28 to 34 which is formed a 
recombinant nucleic acid comprising a nucleic acid from a vector and in 
which said cDNA or part of said cDNA is inserted. 

36. The recombinant nucleic acid of claim 35 which is labelled. 

37. A process for the detection of HIV-2 retrovirus or of its RNA in a 
biological liquid or tissue, particularly for the in vitro diagnosis in 
man of the potentiality or existence of LAS or of AIDS, which comprises 
contacting nucleic acids contained in said biological liquid or tissue 
with a probe containing a nucleic acid according to anyone of claims 28 
to 36 under stringent hybridization conditions for the time necessary 
for said hybridization to occur, washing the hybride formed with a 
solution ensuring the preservation of said stringent conditions, and 
detecting the hybride formed. 

38. A process for the production of HIV-2 retrovirus which comprises 
culturing human T4 lymphocytes or permanent cell lines derived from said 
T4 lymphocytes and carrying the T4 phenotype, which lymphocytes or cell 
lines had previously been infected with an isolate of IV-2 virus and, 
particularly when the level of reverse transcriptase activity has 
reached a determined threhold, recovering and purifying the amounts of 
virus released in the culture medium of said lymphocytes or cell lines, 
particularly ■ by differential centrif ugation in a gradient of sucrose or 
metrizamide . 

39. A process for the production of specific ntigen of HIV-2 retrovirus 
which comprises lysing, particularly by means of detergent such as SDS 
(for instane 0.1% SDS in a RIPA buffer) and recovering the lysate 
containing said antigens; 

40. Process for the production of one of the above defined proteins 
{pl2, pl6 or p26) or of a protein having the structure of gpl40 or of 
determined parts of said proteins, which process comprises inserting the 
corresponding nucleic acid sequence in a vector capable of transforming 
an appropriate host, e.nabling the expression of an insert containing in 
said vector, transforming said host by said vector which comprises the 
said nucleotidic sequence, culturing the transformed cell lines host, 
recovering and purifying the expressed protein. 

41. Process for the production of a hybridization probe for the 
detection of the RNA of HIV-2 retrovirus which comprises a DNA sequence, 
particularly according to anyone of claims 27 to 35, in a cloning vector 



competent cellular host, and recovering the DNA-recombinants obtained. 
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CAS INDEXING IS AVAILABLE FOR THIS PATENT. 
CLM What is claimed is: 

1. A method of producing HIV-2 retrovirus, wherein said method comprises 
culturing human CD4 lymphocytes in a culture medium, wherein said human 
CD4 lymphocytes have been infected with said HIV-2 retrovirus. 

"2. The method of claim 1, wherein, after said culturing step, said HIV-2 
retrovirus is purified by recovering the supernatant of said culture 
medium. 



3. The method of claim 2, wherein said virus is purified by differential 
cent ri fugat ion . 

4. The method of claim 3, wherein said differential centrifugation 
occurs in a sucrose or * metrizamide gradient. 

5. The method of claim 2, wherein said recovering step occurs after the 
reverse transcriptase activity in said supernatant reaches 100,000 
cpm/106 T lymphocytes. 

6. A method of producing Hiy-2 retrovirus, wherein said method comprises 
culturing immortalized human lymphocytes in a culture medium, wherein 
said lymphocytes bear CD4 receptors, and wherein said human CD4 
lymphocytes have been infected with said HIV-2 retrovirus. 

7. The method of claim 6, wherein, after said culturing step, said HIV-2 
retrovirus is purified by recovering the supernatant of said culture 
medium. 



8. The method of claim 7, wherein said virus is purified by differential 
centri fugat ion . 

9. The method of claim 8, wherein said differential centrifugation 
occurs in a sucrose or metrizamide gradient. 

10. The method of claim 7, wherein said recovering step occurs after the 
reverse transcriptase activity in said supernatant reaches 100,000 
cpm/106 T lymphocytes. 

11. A method for producing an HIV-2 retrovirus antigen, wherein said 
process comprises: a) lysing HIV-2 retrovirus with a detergent; b) 
recovering the resulting lysate; and c) isolating said antigen from said 
lysate, wherein said antigen is recognized by antibodies to HIV-2 and is 
not recognized by antibodies to HIV-1 . 

12. The method of claim 11, wherein said detergent comprises SDS. 

13. The method of claim 12, wherein said detergent comprises 0.1% SDS in 
an RIPA buffer. 

14. An immunogenic composition, comprising: a) a protein or glycoprotein 
of HIV-2 retrovirus; and b) a pharmaceutically acceptable vehicle. 

15. The immunogenic composition of claim 14, wherein said protein or 



gp36, and gp4 2. 



16. The immunogenic composition of claim 15, wherein said pl2 comprises 
the following amino acid sequence: Arg Lys Ala Phe Lys Cys Trp Asn Cys 
Gly Lys Glu 
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17. The immunogenic composition of claim 15, wherein said pl6 comprises 
the following amino acid sequence: Met Gly Ala Arg Asn Ser Val Leu Arg 
Gly Lys Lys 
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18. The immunogenic composition of claim 15, wherein said p26 comprises 
the following amino acid sequence: Pro Val Gin His Val Gly Gly Asn Tyr 
Thr His He 
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19. The immunogenic composition of claim 15, wherein said pl2 is encoded 
by the following nucleotide sequence: 1160 1170 1180 

1190 

AGAAA GGCATTTAAA TGCTGGT^ACT GTGGAAAGGA 

1200 1210 1220 1230 

AGGGCACTCG GCAAGACAAT GCCGAGCACC TAGAAGGCAG 

1240 1250 1260 1270 

GGCTGCTGGA AGTGTGGTAA GCCAGGACAC ATCATGACAA 

1280 1290 1300 1310 

ACTGCCCAGA TAGACAGGCA GGTTTTTTAG GACTGGGCCC 

1320 1330 1340 1350 

TTGGGGAAAG AAGCCCCGCA ACTTCCCCGT GGCCCAAGTT 

1360 1370 1380 1390 

CCGCAGGGGC TGACACCAAC AGCACCCCCA GTGGATCCAG 

1400 1410 1420 1430 

CAGTGGATCT ACTGGAGAAA TATATGCAGC AAGGGA7\AAG 

1440 1450 1460 1470 

ACAGAGAGAG CAGAGAGAGA GACCATACAA GGAAGTGACA 

1480 1490 1500 1510 

GAGGACTTAC TGCACCTCGA GCAGGGGGAG ACACCATACA 

1520 1530 1540 1550 

GGGAGCCACC AACAGAGGAC TTGCTGCACC TCAATTCTCT 

1560 



20. The immunogenic composition of claim 15, wherein said pl6 is encoded 
by the following nucleotide sequence: 10 20 30 

40 

ATGGGCGCGA GAAACTCCGT CTTGAGAGGG AAAAAAGCAG 

50 60 70 80 

ATGAATTAGA AAGAATCAGG TTACGGCCCG GCGGAAAGAA 

90 100 110 120 

AAAGTACAGG CTAAAACATA TTGTGTGGGC AGCGAATAAA 

130 140 150 160 

TTGGACAGAT TCGGATTAGC AGAGAGCCTG TTGGAGTCAA 

170 180 190 200 

AAGAGGGTTG TCAAAAAATT CTTACAGTTT TAGATCCAAT 

210 220 230 240 

GGTACCGACA GGTTCAGAAA ATTTAAAAAG TCTTTTTAAT 

250 260 270 280 

ACTGTCTGCG TCATTTGGTG CATACACGCA GAAGAGAAAG 

290 300 310 320 

TGAAAGATAC TGAAGGAGCA AAACAAATAG TGCGGAGACA 

330 340 350 360 

TCTAGTGGCA GAAACAGGAA CTGCAGAGAA AATGCCAAGC 

370 380 390 400 

ACAAGTAGAC CAACAGCACC ATCTAGCGAG AAGGGAGGAA 
- ATTAC. 



21. The immunogenic composition of claim 15, wherein said p26 is encoded 
by the following nucleotide sequence: 410 420 4 30 

440 

CCAGT GCAACATGTA GGCGGCAACT ACACCCATAT 

450 460 470 480 - 

ACCGCTGAGT CCCCGAACCC TAAATGCCTG GGTAAAATTA 

490 500 510 520 

GTAGAGGAAA AAAAGTTCGG GGCAGAAGTA GTGCCAGGAT 

530 540 550 560 

TTCAGGCACT CTCAGAAGGC TGCACGCCCT ATGATATCAA 

570 580 590 600 

CCAAATGCTT AATTGTGTGG GCGACCATCA AGCAGCCATG 

610 620 630 640 

CAGATAATCA GGGAGATTAT CAATGAGGAA GCAGCAGAAT 

650 660 670 680 

GGGATGTGCA ACATCCAATA CCAGGCCCCT TACCAGCGGG 

690 700 710 720 

GCAGCTTAGA GAGCCAAGGG GATCTGACAT AGCAGGGACA 

730 740 750 760 

ACAAGCACAG TAGAAGAACA GATCCAGTGG ATGTTTAGGC 

770 780 790 800 

CACAAT^ATCC TGTACCAGTA GGAAACATCT ATAGAAGATG 

810 820 830 840 

GATCCAGATA GGATTGCAGA AGTGTGTCAG GATGTACAAC 

850 860 870 880 

CCGACCAACA TCCTAGACAT AAAACAGGGA CCAAAGGAGC 

890 900 910 920 

CGTTCCAAAG CTATGTAGAT AGATTCTACA AAAGCTTGAG 

930 940 950 960 

GGCAGAACAA ACAGATCCAG CAGTGAAGAA TTGGATGACC 

970 980 990 1000 

CAAACACTGC TAGTACAAAA TGCCAACCCA GACTGTAAAT 

1010 1020 1030 1040 

TAGTGCTAAA AGGACTAGGG ATGAACCCTA CCTTAGAAGA 

1050 1060 1070 1080 

GATGCTGACC GCCTGTCAGG GGGTAGGTGG GCCAGGCCAG 

1090 1100 1110 1120 

AAAGCTAGAT TAATGGCAGA GGCCCTGAAA GAGGTCATAG 

1130 1140 1150 

GACCTGCCCC TATCCCATTC GCAGCAGCCC 
- AGCAG. 



22. The immunogenic composition of claim 15, wherein said immunogenic 
administered in dosages containing from 50 to 100 micrograms of said 
protein per kilogram of body weight. 
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WO 1994-DE610 19940531 19960228 PCT 371 date 19960228 PCT 102(e) date 
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DOCUMENT TYPE: Utility; GRANTED. 
CAS INDEXING IS AVAILABLE FOR THIS PATENT. 
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97:68351 Nucleic acid preparation methods. 
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TI Novel cloned nucleotide sequences homologous or identical to the portion 
of genomic RNA of HIV-2 viruses useful as probes and in diagnostic tests 
to diagnose HIV-2 infection 

DC B04; D16 

IN ALIZON M; CLAVEL F; GEUTARD D; GUYADER M; MONTAGNIER L; SONIGO P 
PA (INSP-C) INST PASTEUR 



CYC 1 

PIA US 6054565 A 20000425 (200028)* EN 33[5] 

ADT US 6054565 A CIP of US 1986-835228 19860303; US 6054565 A CIP of US 

1986-916080 19861006; US 6054565 A CIP of US 1986-933184 19861121; US 
6054565 A CIP of US 1987-3764 19870116; US 6054565 A Div Ex US 1987-13477 
19870211; US 6054565 A Div Ex US 1991-752368 19910903; US 6054565 A Div Ex 



FDT US 6054565 A CIP of US 4839288 A; US 6054565 A CIP of US 5051496 A; US 

6054565 A Div ex US 5079342 A 
PRAI US 1994-234875 19940428 
US 1986-835228 19860303 
US 1986-916080 19861006 
US 1986-933184 19861121 
US 1987-3764 19870116 
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US 1991-810908 19911220 
AB US 6054565 A UPAB: 20050411 

NOVELTY - A cloned nucleic acid (I) of a human immunodeficiency virus 
type 2 (HIV-2), in which the nucleic acid is isolated from other human 
immunodeficiency viral nucleic acids having a fully defined sequence of 
9670 nucleotides as given in the specification, is new. 

DETAILED DESCRIPTION - An INDEPENDENT CLAIM is also included for 
the isolated and purified DNA fragment encoding one or more amino acid 
sequences as given in the specification. 

ACTIVITY - None given. 

MECHANISM OF ACTION - None given. 

USE - (I) is capable of being used as probes in diagnostic method 
to obtain the immunological reagents necessary to diagnose an HIV-2 
infection. These sequences may be used as probes in hybridization 
reactions with the genetic material of infected patients to indicate 
whether the RNA of the HIV-2 virus is present in these patient's 
lymphocytes or whether an analogous DNA is present. The genetic sequence 
of the HIV-2 virus may be used to create the polypeptides encoded by these 
sequences. Specifically, these polypeptides may be created by expression 
of the cDNA obtained from bacterial, yeast or animal cells. These 
polypeptides may be used in diagnostic tests such as immunofluorescence 
assays, radioimmunoassays (RIA) and Western Blot tests. Monoclonal 
antibodies to these polypeptides of fragments may be created and used in 
immunodiagnostic tests. The polypeptides of the present invention may also 
be used as immunogenic reagents to induce protection against infection by 
HIV-2 viruses. The polypeptides produced by recombinant-DNA techniques 
would function as vaccine agents. The polypeptides may be used on 
competitive assays to test the ability of various antiviral agents to 
determined their ability to prevent the virus from fixing on its target. 

DESCRIPTION OF DRAWINGS - The figure shows the position of derived 
plasmids from lambdaROD27, lambdaROD35 and lambdaR0D4. 
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4 9237 VIRUS 



LI 4 



(LYMPHADENOPATHY(W)ASSOCIATED(W) VIRUS) 
25239 (HIV OR HUMAN IMMUNODEFICIENCY VIRUS OR HTLV-III OR HUMAN T 

CELL LEUKEMIA VIRUS OR HUMAN T CELL LYMPHOTROPIC VIRUS OR ARV 
OR AIDS RELATED VIRUS OR AIDS ASSOCIATED RETROVIRUS OR LAV OR 
LYMPHADENOPATHY ASSOCIATED VIRUS) 



=> s 114 and endogenous 

8 957 ENDOGENOUS 
L15 590 L14 AND ENDOGENOUS 



=> s 115 and (RT or reverse transcriptase) 
8620 RT 
194 242 REVERSE 

5128 TRANSCRIPTASE 

5039 REVERSE TRANSCRIPTASE 

( REVERSE ( W ) TRANSCRI PTASE ) 
4 8 L15 AND ( RT OR REVERSE TRANSCRIPTASE 
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=> s 116 and py<1990 

4634119 PY<1990 

{PY<1990) 
L17 2 L16 AND PY<1990 

-> d 117,bib,ab,l-2 
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Full Text 

AN 1992-113927 [14] WPIDS 

CR 1988-071154; 1988-294673; 1990-099161; 1990-099162 
DNC C1988-130570; C1992-053055 [21] [16] 

TI Nucleoside prodrugs for antiviral (e.g. HIV) or anticancer activity- 
can penetrate CNS and are hydrolysed by amino : hydrolase to active cpd. 
DC B02; B03; D16 

IN BARCHI J J; DRISCOLL J S; FORD H; JOHNS D G; KELLEY J A; MARQUE Z V E; 

MITSUYA H; TOMASZEWSKI J E; TSENG C K; TSENG C K H 
PA (USSH-C) US DEPT HEALTH & HUMAN SERVICE; (USSH-C) US DEPT HEALTH & HUMAN 

SERVICES; (USDC-C) US DEPT OF COMMERCE; (USDC-C) US SEC OF COMMERCE 
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683432 AO 


US 


1989-313056 


19890216; 


US 


683432 



AO US 1988-288652 19881212; 
AO US 1991-683432 

19910410; US 5459256 A CIP of US 1987-39402 19870417; US 5495010 A CIP of 
US 1987-39402 19870417; US 5565437 A CIP of US 1987-39402 19870417; CA 
1340645 C CA 1988-563370 19880406; DE 3852665 G DE 1988-3852665 19880412; 
EP 287313 A EP 1988-303248 19880412; EP 287313 Bl EP 1988-303248 19880412; 
DE 3852665 G EP 1988-303248 19880412; US 5459256 A CIP of US 1988-288652 
19881212; US 5495010 A Cont of US 1988-288652 19881212; US 5565437 A Cont 
of US 1988-288652 19881212; US 5459256 A CIP of US 1989-313056 19890216; 
US 5459256 A US 1991-683432 19910410; US 5495010 A US 1991-762082 
19910919; US 5565437 A Cont of US 1991-762082 19910919; US 5565437 A US 
1992-62520 19921110 

FDT DE 3852665 G Based on EP 287313 A; US 5565437 A Cont of US 5495010 A 

PRAI US 1991-683432 19910410 
US 1987-39402 19870417 
US 1988-288652 19881212 
US 1989-313056 19890216 
US 1991-762082 19910919 
US 1992-62520 19921110 

AB US 7683432 N UPAB: 20060107 

Nucleosides and nucleotides of formulae (I) - (VIII) are new. In (I) - 
(VIII} A = H or F; B = H, mono-, di-, or triphosphate, opt. with counter 
ion alkali metal or NH4 ions; Y = H, NH2, or halogen; X = NHR, NR2, NROR, 
halogen, SR, or ORl; R = H, 1-16C alkyl, or Arl-8C alkyl; Rl = as R but 
not H; Ar = phenyl (opt. substd. by 1-8C alkyl or OH; provided that, when 
A = H, then X is not halogen; G = O or CH2; Z = H, OH, or CH20H; J = H, 
1-6C alkyl, or halogen; R2 = H, OH, 1-6C alkoxy, 1-16C alkyl, or Arl-5C 
alkyl; and Q = halogen or CH - CHBr. 

USE - (I) - (VIII) are lipopholic antiviral and anticancer prodrugs 
activated by endogenous aminohydrolase enzymes. They have diffusion 
properties appropriate for CNS penetration. Once converted to active cpds . 
by the enzyme, they inhibit retrovirus reverse transcriptase and viral 
■ DNA polymerase after herpes induced thymidine kinase activation or 
incorporation into cancer cell DNA. Depending on the hydrolase prods., 
e.g. AZT, acyclovir, DHPG, oxetanocin, HPMPA, PMEA or XUDR, uses, e.g. 
anti-HIV for AIDS, anti-herpes, or cancer therapy, and doses are as 



blood-brain barrier. - 
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1989-309378 [42] WPIDS 
C1989-136952 [21] 

Treating retro-virus infection - by administering component of 
Phyl Ian thus niruri having endogenous reverse transcriptase 

inhibitory activity 
B04 

BLUMBERG B S; MILLMAN I; VENKATESWA P; VENKATESWARAN P S 
(FOXC-N) FOX CHASE CANCER CENT 
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4937074 A US 1988-174695 
19880329; DE 68908701 E DE 198 9-68908701 19890328; EP 407452 A EP 
1989-904470 19890328; EP 407452 81 EP 1989-904470 19890328; DE 68908701 E 
EP 1989-904470 19890328; JP 03505325 W JP 1989-504343 19890328; EP 407452 
Bl WO 1989-US1270 19890328; DE 68908701 E WO 1989-US1270 19890328; IL 
89793 A IL 1989-89793 19890329; ZA 8902308 A ZA 1989-2308 19890329 
DE 68908701 E Based on EP 407452 A; EP 407452 Bl Based on WO 8909059 A; DE 
68908701 E Based on WO 8909059 A 
US 1988-174695 19880329 
WO 1989009059 A UPAB: 20060106 

A method for treating patients having a retrovirus infection comprises 
administering a component of Phyllanthus niruri (PN) having endogenous 
reverse transcriptase inhibitory activity. 

USE/ADVANTAGE - The P.N. extract described in US4, 673,575 for 
treating chronic hepatitis virus infection has been found to be effective 
in treating retrovirus infection, e.g., Rous Sarcoma virus, Moloney murine 
leukemia virus, HTLVI, HTLVII, HIV-I and HIV-II. 



=> file medline 

COST IN U.S. DOLLARS SINCE FILE 

ENTRY 

FULL ESTIMATED COST 58.32 

FILE 'MEDLINE* ENTERED AT 13:04:28 ON 21 MAR 2007 

FILE LAST UPDATED: 17 Mar 2007 ( 20070317/UP) . FILE COVERS 1950 TO DATE. 

All regular MEDLINE updates from November 15 to December 16 have been 
added to MEDLINE, along with 2007 Medical Subject Headings (MeSH(R)) 
and 2007 tree numbers. 

The annual reload will be available in early 2007. 

This file contains CAS Registry Numbers for easy and accurate 
substance identification. 
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=> s e2 or e3 

66 "ALIZON M'VAU 

6 "ALIZON MARC"/AU 

LI 8 72 "ALIZON M"/AU OR "ALIZON MARC"/AU 

=> s 118 and (endogenous) 
14 4297 ENDOGENOUS 
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=> s (HIV or human iminunodef iciency virus or HTLV-III or human t cell lymphotropic virus or human t cell leukemia virus 
168526 HIV 
1470362 HU^WJ 
126886 IMMUNODEFICIENCY 
428105 VIRUS 
5054 9 HUMAN IMMUNODEFICIENCY VIRUS 

( HUMAN (W) IMMUNODEFICIENCY (W) VIRUS ) 
10521 HTLV 
255913 III 

1644 HTLV-III 

(HTLV(W)III) 
1470362 HUMAN 

559754 T 
2105300 CELL 

7228 LYMPHOTROPIC 
428105 VIRUS 

1507 HUMAN T CELL LYMPHOTROPIC VIRUS 

{ HUMAN ( W ) T { W) CELL ( W ) LYMPHOTROPIC (W) VIRUS ) 
1470362 HUMAN 

559754 T 
2105300 CELL 
191536 LEUKEMIA 
428105 VIRUS 

2303 HUMAN T CELL LEUKEMIA VIRUS 

{ HUMAN { W) T (W) CELL (W) LEUKEMIA (W) VIRUS } 
624 ARV 
116600 AIDS 
985955 RELATED 
428105 VIRUS 

12 AIDS RELATED VIRUS 

(AI DS(W) RELATED (W) VIRUS) 
116600 AIDS 
1278404 ASSOCIATED 
10692 RETROVIRUS 

53 AIDS ASSOCIATED RETROVIRUS 

{ AI DS ( W ) ASSOCIATED ( W ) RETROVI RUS ) 
1122 LAV 
11562 LYMPHADENOPATHY 
1278404 ASSOCIATED 
428105 VIRUS 

295 LYMPHADENOPATHY ASSOCIATED VIRUS 

( LYMPHADENOPATHY (W) ASSOCIATED (W) VIRUS ) ' 
L20 178378 (HIV OR HUMAN IMMUNODEFICIENCY VIRUS OR HTLV-III OR HUMAN T 

CELL LYMPHOTROPIC VIRUS OR HUMAN T CELL LEUKEMIA VIRUS OR ARV 
OR AIDS RELATED VIRUS OR AIDS ASSOCIATED RETROVIRUS OR LAV OR 
LYMPHADENOPATHY ASSOCIATED VIRUS) 

=> s 120 and endogenous 

144297 ENDOGENOUS 
L21 124 0 L20 AND ENDOGENOUS 



=> s 121 and (RT or reverse transcriptase) 
182244 RT 
168256 REVERSE 
90952 TRANSCRIPTASE 
90596 REVERSE TRANSCRIPTASE 

( REVERSE ( W) TRANSCRI PTASE ) 
L22 203 L21 AND (RT OR REVERSE TRANSCRIPTASE) 



=> s 122 and py<1988 

7524549 PY<1988 

(PY<19880000) 
L23 1 L22 AND PY<1988 
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84231330. PubMed ID: 6203528. Characterization of the RNA dependent DNA 
polymerase of a new human T-lymphotropic retrovirus (lyniphadenopathy 
associated virus ) . Rey M A; Spire B; Dormont D; Barre-Sinoussi F; 
Montagnier L; Chermann J C. Biochemical and biophysical research 
communications, (1984 May 31) Vol. 121, No. 1, pp. 126-33. Journal 
code: 0372516. ISSN: 0006-291X. Pub. country: United States. Language: 
English . 

AB We described here the characteristics of the Reverse Transcriptase 
activity associated with the Lyn^hadenopathy Associated Virus ( 
LAV ). A critical concentration of non ionic detergent, all four 
deoxyribonucleosides triphosphates and the divalent cation Mg2+ are 
required for optimal endogenous enzyme activity. The endogenous 
reaction product is digested by DNase and not by RNase and its synthesis 
is only slightly inhibited by actinomycin D. Exogenous reactions are 



primer and Mg2+ as divalent cation. This enzyme can be distinguished from 
other cellular DNA polymerases activities and from Terminal 
deoxynucleotidyl Transferase (TdT) by purification from LAV infected T 
lymphocytes using phosphocellulose column. 
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